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R2 0444
Brier 0.075
Brier scaled 0.369
€ (ROC) 0.877
Intercapt 0.000
Slope 1.000
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Supplementary Figure S1. Calibration plot, where the x-axis represents the
predicted probability and the y-axis represents the observed fraction of prostate
cancer in the development cohort.

Instructions: The 45< dashed line represents ideal predictions, the triangle represents
patient groups, the histogram at the bottom of the plots shows the distribution of

outcomes, and the statistics at the upper left show the model performance. The plot



visualises the proportion of patients falling within various predicted ranges when the

nomogram is applied.
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Supplementary Figure S2. Decision curve analyses of the net benefit of
PHI-nomogram and traditional criteria for predicting prostate cancer in the
validation cohort.

Instructions: Net benefit is plotted against threshold probabilities.



