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S2 Fig. a Digestion time series of a pooled plasma proteome sample. The digestion of a
single plasma sample was followed over 24 hours. HI3 peptide summed intensities were
normalized to the highest value measured in the time series for each protein
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S2 Fig. b Digestion time series of a pooled plasma proteome sample. The digestion of a
single plasma sample was followed over 24 hours. HI3 peptide summed intensities were
normalized to the highest value measured in the time series for each protein
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S2 Fig. ¢ Digestion time series of a pooled plasma proteome sample. The digestion of a
single plasma sample was followed over 24 hours. HI3 peptide summed intensities were
normalized to the highest value measured in the time series for each protein



