Supplementary Table S1. GPS location and sample sizes for each location. Note: West Watuka has only P. bifurca and

was not used in statistical analyses.

GPSN GPS-W Date . ;L”;fed (ggl(i)?;tg) I'\D/I paraFe '\I/Dl plctlzi P. eretlculle:?ta I;l b/furlc:a
Princess Cemetery 06°48.045 | 058°09.086" | 7/14/10 | 10:00 1.002 5 5 5 5 5 5 - -
Seawall Trench — Day1 | 06°49.520° | 058° 08.637’ | 7/12/10 | 15:30 1.003 5 3 5 1 5 5 - -
Seawall Trench — Day2 | 06°49.520° | 058°08.637’ | 7/13/10 | 10:00 1.002 5 5 6 5 5 5 - -
Turkeyen 06° 49.067° | 058°06.764’ | 7/8/10 13:00 1.000 5 5 5 5 4 2 - -
West Patentia 06°41.752’ | 058° 12.066" | 7/11/10 | 12:00 1.003 5 5 1 1 4 6 - -
West Watuka 05°59.509' | 058°18.282’ | 7/9/10 12:30 1.000 - - - - - - 4 5




Supplementary Table S2. Relative and absolute efficiency (% efficiency) of gPCR assays.

Forward Primer Probe Reverse Primer Product Rglgtive Standard Apsplute

Length | Efficiency| Error |Efficiency

B-actin GCTTGTG_IQI_(_BI_((BBGATATCA CCCAC%C(E:C():CAAI_/-(\;AGTTCA GTATGTC'%L\(_ZI_%AGCCGG 137 07593 | 0.0114 0.7063
col GCCCAC'I_;_E(?I_%ACTATGT ATAG%?(?_?SE{I’SJTTGC CACTACAiéiCACCTGA 108 05462 | 0.0126 0.5080
LWS-1 GAGCTGA(_BI_AI_AACCTTCT ATGGC(,_’;\E:A(\BAGC/:\AATGGG GCTGTT'I:A\GT'I'G%TATGTGA 116 07056 | 0.0173 0.6564
LWS-2 CAATGTS(‘I;(?;&TTTGAA GTT,S;E;(?Q'?;&E%TGG CAAACTA’E(,;\ggTTTCCA 123 08685 | 0.0144 0.8079
LWS-3 CAGAGGAﬁ\gGTGTGAC ATGGC(,_’;\E:A(\BAGC/:\AATGGG GCTGTT'I:A\GT'I'G%TATGTGA 131 09694 | 0.0146 09018
LWS-R GGGCTCTigTTTCACAT gg;%%Aé\fégﬁgngTg CCAAGAC(CB:_?((;BACCATTT 155 06412 | 00117 | 05965
Myosin HC TCTCTGCC';I'_IQI_AC\;CCTTCAA CCAGTTC_;'((BZ((:':‘_IEBACCCTC CAGATngIgéCTGTAA 136 05303 | 0.0136 0.4933
RH1 CTGGTTT_I(_';‘-TCATCGGATACC CCAGJE;ST?'%CA;\EGGTA GCTTGT‘ITA?(?,;I\—ECCAGATG 151 06168 | 0.0131 0574
RH2-1 ACCATCA?Q;CTGCTCT GCTAgg%iigié:lr'TCAT AACAACCgigGACCAGA 111 06637 | 00139 | 0.6174
RH2-2 TAGGCTG('I;'g,_?_\TATGGAA GGP'\A\(%_((':‘;'I(';QF:’-EA_I\%T#E(:I)_ACT CCACA’?XS&'#XX(‘I‘;CTCA 93 08852 | 00258 | 0.8235
SWS1 GCGTTCTT%TCCAAGAG ACA/—}I_/-?;C(:‘ASFTCK?I%A(;FGCC GTGGACA_(FZ((B')';\I'CAGTCTT 146 06268 | 0.0164 0.5831
SWS2A CCATCCTGgCTGTCGAA Aﬁ_‘;%%&iﬁéfﬁég&%GT GTCAC'I"A%/;\A\%TAC\BCAGTTGT 140 09737 | 0.0263 0.9015
SWS2B TCCTGTGE?ECAAAAGC ACGngg??ggééTAAG CACTCAT(_)I_%C::CAGCATC 100 07110 | 0.0167 | 0.6614




Supplementary Table S3. PCR and sequencing primers used for LWS-1 180 Ala/Ser allele identification.

Forward Reverse

PCR TGTGAAGTGCAGATCACCTAG ACACATTCATGCATGATGCAG

Sequencing | GATCCCTTTGAAGGACCAAACT |GGACAATCATGTAGGACAGGACC




