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Fig.	   S1.	   Gating	   strategy	   for	   major	   cell	   lineages	   in	   PBMC.	   (A)	   Representative	   2D	  
CyTOF	  plots	  demonstrating	  gating	  strategy	  for	  defining	  major	  leukocyte	  populations	  
in	   PBMC.	   Roman	   numerals	   correspond	   to	   (B)	   description	   of	   gated	   subset	  
populations.	   (C)	   Cell-‐surface	   density	   (MSI)	   of	   HLA-‐C	   on	   unfractionated	   PBMC	   in	  
healthy	  CMV-‐negative	  controls	  across	  different	  HLA-‐C	  allotypes.	  Each	   individual	   is	  
plotted	  two	  times,	  one	  for	  each	  HLA-‐C	  allele.	  Red	  bars	  represent	  mean	  values.	  
	   	  



	  
Fig.	  S2.	  SPADE	  analysis	  evaluating	  expression	  of	  NK	  cell	  receptors	  on	  T	  cells.	  SPADE	  
clustering	   analysis	   for	   the	   same	   3	   representative	   samples	   used	   in	   Figs.	   5	   and	   6	  
(Control,	  CMV-‐negative	  and	  CMV-‐reactivated)	  for	  evaluating	  distribution	  of	  NK	  cell	  
receptors	   expressed	   across	   CD4,	   CD8	   and	   CD4CD8	   T	   cells.	   Node	   color	   represents	  
signal	  intensity	  and	  size	  represents	  frequency.	  
	   	  



	  

	  
Fig.	  S3.	  Continuation	  of	  SPADE	  analysis	  evaluating	  expression	  of	  NK	  cell	   receptors	  
on	  T	  cells.	  SPADE	  clustering	  analysis	  for	  the	  same	  3	  representative	  samples	  used	  in	  
Figs.	   5	   and	   6	   (Control,	   CMV-‐negative	   and	   CMV-‐reactivated)	   for	   evaluating	  
distribution	   of	   NK	   cell	   receptors	   expressed	   across	   CD4,	   CD8	   and	   CD4CD8	   T	   cells.	  
Node	  color	  represents	  signal	  intensity	  and	  size	  represents	  frequency.	  
	   	  



Table	  S1.	  Mass	  cytometry	  antibody	  panel	  
	  

	  
	  
	  


