Dockerin containing proteins in R. bromii L2-63
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CBL 147201 | Doct L LRR LRR ——

CBL 147221 | Doc2 m:“:

CBL 14924.1 | Doc3 m:l

CBL 148521 | Doca @:“:-

CBL 15647.1 | Doc5 @:“:

CBL 15687.1 | Docs @ a:“u
CBL 15972.1 | Doc7 m

CBL 160311 | Docs @:“z

CBL 16270.1 | Doc8 e “
CBL 15040.1 | Doc10 @:[ GHI3(Amyac) m:“:.
CBL 16180.1 | Doct1 @:[tsuutwwn:u: " )

CBL 15393.1 | Doc12 GH13(AmyAc_pullulanase_LD_like)
CBL 156101 | Doc13 GH13(AmyAc_pullulanase_LD_like)

CBL 14836.1 | Doc14

S

CBL 148781 | Doci15

CBL 15830.1 | Doc16

CBL 160321 | Doci7

5P, signal peptide

CBL 160491 | Doc18 @:m:“ i Amy, a-amylase
CBM, carbohydrate binding module
[l Coh, cohesin
CBL 161031 | Doc19 @:@ 1= F LD ) “ Doc, dockerin
Cws cell wall sorting signal
@ “:' Anc, cell-wall surface anchor repeat
LRR, leucine rich repeats
CBL 14620.1 | Doc21 M Ig, bacterial Ig-like domain
Peptidase, peptidase family

1 yrosi A-5, NAD(P)+-dependent aldehyde
dehydrogenase superfamily

CBL 15070.1 | Doc23 @Z'“ TGe, transglutaminase like superfamily

CBL 145921 | Doc20

CBL 148341 | Doc22

CHAP, CHAP domain
Ri-Le, ricin-type beta-trefoil lectin domain

CBL 15625.1 | Doc24

Tri-tyrosine, triple tyrosine motif

" Cad, cadherin-like beta sanwich domain
ISOPREN, ISOPREN domain

CBL 15694.1 | Doc25

CBL 15798.1 | Doc26 (i ———— ISOPREN_C2 ===

Figure S2. Predicted R. bromii proteins carrying dockerin modules



