Table S4. Summary of yeast one-hybrid screens results. Each cell corresponds to an interaction between a R2R3-MYB protein and a DNA motif. Empty cells indicate that no interaction has been observed, whereas plus signs indicate a positive interaction (+ and ++ corresponding to a weak and strong interaction, respectively). Cells highlighted in yellow
correspond to positive interactions already described in the literature that were confirmed in this study with either the full DNA sequence (bright yellow) or a part of it containing a MYB binding domain (light yellow). Cells highlighted in blue pond to positive i { i in the literature that were not confirmed in this study with either the full
DNA sequence (dark blue) or a part of it containing a MYB binding domain (light blue). Cells highlighted in red correspond to negative interactions already described in the literature that were confirmed in this study with either the full DNA sequence (bright red or a part of it containing a MYB binding domain (light red). Cells highlighted in green correspond
to negative interactions described in the literature that were not confirmed in this study with either the full DNA sequence (dark green) or a part of it containing a MYB binding domain (light green).

Stars indicate the DNA sequences that form an AC-rich element in between two consecutive DNA motifs (*:group Ila, **: from Iid).
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