Table S4. Primers used in this study.

Primers used for their cloning of the representative gene models (P2 to P9 were used for exons

from g

DNA as

R2R3-MYBs

TCCTTGTT

TCI CCTCCGGATCMGAAGAAATTAL;JL;A TTTCATCCRATAG

AtMYEU31 AT1G7465U CACCTTGIT TCCACCT TCMTTTTEACTCCTCTRRAGACACGTT
ACMYBO60 |ATIG0B610.1 TCCATGCTG TCCACCT TCHMARGCATATTAGAGAGCTCCATCAA
ATM

ATMYB096 |AT5G62470.2  |GGAGATAGAACCATGGGAAGACCACCTTGCTG TCCACCT TCMGAACATCCCTTCTT T
AtMYBO13 AT1G06180 GGAGATAGAACCATGGGGAGAAGACCATGCTG TCCACCT TCMAAACTCAGAAATGTCGGACATTTC
AtMYB014 AT2G31180 GGAGATAGAACCATGGGAAGAGCACCATGTTGTG TCCACCT TCMAAACT TATGT

ACMYBO15 AT3G23250.1 ACCATGGGAAGAGCTCCMGCTG TCCACCT TCHGAG TAAGAGATCTT
ATMYB058 |AT1G16450 TGGGC. TCCACCT TATGAGGAGCTCGTAACIC

At T
AtMYBO03 AT1G22640 GGAGATAGAACCATGGGAAGATCACCATGCTGC TCCACCT TCMATGAGTTCTAACATCAGARACCCG CTCTTACCACATCTTTGTAATCCAGCGGCG! GGGAGAGATC
ATMYBO004 ATAC38620 ACCATGGGAAGGTCACCETGCT TCCACCT TCMTTICATCICCAAGCTTCGARAGT
AtMYBOO7 AT2G16720 ACCATGGGAAGATCTCCTTGCT TCCACCT TCMTTTCATTTCCAAGCTTCGARAATCC
AtMYB032 AT4G3499U ACCATGGGAAGGTCTCCTTGCT TCCACCT TCMTTTCATTTCCAAAGTGCTAAAATCCAA
At

AtMYB0O75 AT1G56650 TCCACCT TCMATCAAATTTCACAGTCTCT

AtMYB090 AT1G66390 TCCACCT TCMATCAAGTTCAACAGTCTCT TC CTCTTTCT! TCGATTTAGCCCAGCTCTCAAAGGAACTTGATG
AtMYB113 AT1G66370 TCCACCT TCMATTCAGTTCTAAAGTCTCTTCATCAAA

AtMYB114 AT1G66380 TCCACCT T TCGACTTTTT

ATMYBO11 |AT3G62610 ACCATGGGAA TCCACCTCCGGATCMAGACAARAGCCAAGCAGCCATC

AtMYB012 AT2G47460 GGAGATAGAACCATGGGAAGAGCGCCATGTTG TCCACCT TCMTGACAGAAGCCAAGCGACCA CTCTTT CACCTTTTTAATCCGGCATTTTT TC
AtMYB111 AT5G49330 TCCGTGTT TCCACCT TCMCTCCAATGTTATCTCT ATATC

AtMYBO16 AT5G15310.1 ACCGTGTTGT TCCACCT TCMG: TCGGTGAATCCGACG

AtMYB017 AT3G61250 T GAACACCTTGTTGT TCCACCT TCMGAATTTGGAAACCATGGARACAAG

AtMYB106 'AT3G01140 TGCCAATCCATGTCAG: TCCACCTCCGGATCMGAACATCGTCGCGGAATCGG GCCTTATCACAACATGGCGATATGATCATGATCAGTATGATC

HEMYBO0S  IAT5G16770 AECCATGGGGCGATCACCATETTG TCCACCT TCHTTCAGGARATGECCATGGTTCE ATTACCGGCTRTCGACGACCACTTGTTTCCAAGREGGEARTGE
ATMYBO3Y9 TATACIT785 TGGGAAGATCACCGTGTT TCCACCT TCMCCATGGGACAGETGECGRTE TGACCCGCEATTTTCGACCATTTCTTGCC:

HCMYBT07  AT3G02940 HCCA BCCGTGTT TCCACCT TCHTTCACGRRATGECCARGGETC

ATMYB041 |ATAG28110 TGGGAAGATCACCTTGTTGT TCCACCT TCH, TAAAGTCATCTAAGATGARATCTT

ATMYBO74 ATAG05100  |GGAGATAGAACCATGGGACGATCACCATGITGTG TCCACCTCCGGATCHMTTGGAATTGGAGARAACCATTAACATC

HCMYB102  IATAG21440 ECCATGGCARGGTCACCTTETT TCCACCT TCMTATAATARAACCATTAACGTCCAAG

ATMYB028  AT5G61420.2  |GGRGATAGAACCATGTCAAGARAGCCATGITGCE TCCACCT TCMTATGEAATGCTTTTCAAGCGAGTC

HEHYB025 |AT5G07690 TGTCARGAAAGCCATGTTGTGT TCCACCT TCHTATGAAGTTCTTGTCGTCGTARTC

ATHYBO34 ACCATGIT TCCA AACCATAT

ATMYBOST AT1G1857U ACCATGGTG! CACCGTGTT TCCACCTCCGGATCMTCCAAAATAGTTATCAATTTCGTCAAAC

HCMYBO76  IAT5G07700 CGAGATAGAECCATGTCARAGAGACCATATTGTETCE TCCACCT TCHTARGAAGTTCTTCTCGTCGGARTC

ATMYB12Z7 TATIG74080 ACCATGGTACGGACGCTETETT TCCACCT TCMTCCARAATARTTGTCAATCCCTTCAC

REHYB050  |ATIG57560 TGAAGAGACATTCTTGTTGTTACARA TCCACCT TCMARGGGTCTGACCACT

ATH ATAG016 TCMTATAT

ACTMYBO61 'AT1G09540 ACCA! TTCTTGCTGTT TCCACCTCCGGATCHMAAGGGACTGACCAARAGAGAC

HCMYBO86  IAT5G26660 TGGGARGACATTCTTGTTGTTITAAG TCCACCT ARGGCTCTGATCAAACECCATE CTCTTT TCTTTGCARACCTGCGAGTT CAGEAC
ATMYB036  1AT5C57620 GGRGATAGAACCATGEEAAGACCTCCRTGLTG TCCACCT TCMEACACTGTGCTAGCTCATCTGA CCACATCTCTTCACCCGCCCARCAATTTTCTGAGGCAGTG
REHYB03T  |AT5G23000 ECCATGGGARGAGCTCCGTETT TCCACCT TCHG AATAGGG T

ATMYB038 1AT2G36690 AGGGCTCCATGITG TCCACCT TCHMGTAGTACAACATGAACTTATCCTC

At

ACMYBO0B4 AT3GA9650 BCCATGGGAAGAGCACCGTGTT TCCACCT T by TAAAC,
AtMYBO87 AT4G37780 ACCATGGGAAGAGCACCGTGCT TCCACCT TCMCTCATTATC( ATCAAT

AtMYB00O T3G! 0 ‘GARARA TCCACCT TCMAAGGCAGTACTCAACATCACCA

AtMYB023 AT5G4D}3U GGAGATAGAACCATGAGAATGACAAGAGATGGAARAG TCCACCT TCMAAGGCAATACCCATTAGTAAARATCC

AtM!

AtMYBO18 AT4G2556U TGGCGAAGACGAAATATGGAG TCCACCT TCMCGTCGTTGTT

AtMYB019 AT5G52260 TGACCAAATCT TCCACCT TCMGACATAATTTTGGTCACTGTTGAT

AtMYB045 AT3G48920 TGTTTAAATCAG: TCAAACC TCCACCT TCMCATTGGTCGTAGCTCGTTGAT CTCTTCH TTCCTCTGCAATCCAGCTTGAAGA( TAGT;
ATMYB033 |AT5G06100.2 IGGAGATAGAACCATGAGTTACACGAGCACTGACA TCCACCT TGTCATTIGACAG

ATMYB065 |AT3GI1440 3 GAGT TCCACCTCCGGATCMCAGCGACCAAACAGGAGGC

AtMYBOB1 AT2G26960 ACCATGGGGAAAGTTCGTCAAGATTC TCCACCT TGTGTCCCTGATTTG

AtMYB097 AT4G26930 ACCATGATCGTGTA( T TCCACCT TC IGC: T TGGCAAGTTGT GTTATCTGTTCTGCCTGGTAACTGAGCAGCCATGCGAGCCCA
AtMYB101 AT2G32460.1 TGGTGGT TCCACCT TCMACAGATGCTAGGCATGTTGCT CTCATTGTCTGTTCTTCCAGGTAACTGAGAAGCCATACGAGCCCA
AtMYB104 AT2G26950 TGATTCAGGAT! GCGAATGAT TCCACCT TCMTATGAATCCCTCATCGAGAAGTAG GTTATCTGTT CCAGGGAATTCTCTAGCCATTTGTGACCA
ATMYBI20 AT5G55020 TGATCATGT. TCCACCTCCGGATCHAATCTGCGTTTTGATCATABACATTTTAC TCTCGTTGTCIGTTCTTCCCGGTARCTGAGCAGCCATGCGAGCCCATTIG
AtMYB021 T3G: 10 T TCCACCT TCMATTACCATT T T TTGAT TCTCGTTGTCTGTTCTTCH TAACTGAGCAGCCATGCGAGCCCATTTG
AtMYB024 AT5G40350 T 'GGT TCCACCT TCMATTACCATTA' TCATGGGCC:

AtMYB002 AT2G47190 TGGAAGATT, GCG. TCCACCT TCMATTATACGAATACGATGTCGTATCG

AtMYB062 AT1G68320 TGGAAAATTCGAT! TCCACCT TCMCTCCCTARACTGCCAAATGTCA

ATMYB078 |AT5G49620. TGGGT! TCCACCT TCMGAAGCTTCCATIGTCGTGGAC CITTTTCCGGTCCTTTTGAGITCGGCGCAACGAGCGAGAGAG
AtMYB108 AT3G06490 TGGAT! TCCACCT TCMGAAGCTACCATTATTGTTGAACTG

AtMYB112 AT1G48000 TGAATAT, TAGAAC; TCCACCT TCMCTGTATGAGCCACTTGTT

AtMYB116 AT1G25340.1 TGTC: TAT. TCCALLJ TCMATTAAAGTGTGCATACTCGTTAAACTG

AtMYB052 GGAGATAGAACCATGATGT! Al

ATMYB054  |AT1GT3410 3 W‘GATCATGT GCCG: TCCACCTCCGGATCMGGAGGCAGAGTTTCCAACGG

AtMYBO56 AT5G17800 GGAGATAGAACCATGAATCCAAATCTCCTT TCCACCT TCMGGAAGCTCCAACTCCAAGAARA

AtMYB069 AT4G33450 TCCACCT TCMAGAAGCTAATCCAACACCAAGAAA

ACMYBI05 ATIG69560 CGAGATAGAACCATGGAGATGGTGCATGCTGAC TCCACCT TCHCACCGT CRAG CATCGAARGCCTACAGCTTITT TCTTCCITGGAGCTTCTC

ATI T3G290 SRAGH TCMGTGACCAACTC! CACC!

ATMYB117 |AT1G26780.1 TCCACCTCCGGATCMCGCCGTCCCCAAGCCAAG

AtMYB044 AT5G67300 GGAGATAGAACCATGGCTGATAGGATCAAAGGTC TCCACCT TCMCTCGATTCTCCCAACTCCAATT
AtMYBO70 T2G! 0 IGGAGATAG! TGTCTGGTT TCCACCT TCMCTCGATCCTACCTAATCCAATAAA
AtMYB073 AT4G37260 TCCACCT TCMCTCCATCTTCCCAATT TT
ATMYBO077 |AT3G50060 GGAGATAGAACCATGGCGGATCGT TCCACCT TCMCTCAACCTTAGGTGTTATTACTCC
AtM!

AtMYB025 T2G39880 ACCATGAACGGAGAAATCTCTCGT TCCACCT TCMGCTCARAGCCCTTAAATCTTGTC
AtMYB109 AT3G55730 GGAGATAGAACCATGGAAGGAGAAACTCATCAATCG TCCACCT TCMGCTTCTT \CAGAAGAAATCTTG
ACMYB053 AT5G65230 CGAGATAGAACCATGGGAAGATCTCCTAGCTCAG TCCACCT TCHAGATTGATAAGAAATGTCTGGARACAT
AtMYB092 AT5GlDZBU GGAGATAGAACCATGGGAAGATCTCCTATCTCTG TCCACCT TCMAGGAATGTCGGAAAATATAGAATCATC
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R2R3-MYBs

ATHMYB093 |ATIG34670 GGAGATAGAACCATGGGGAGGTCGCCTTGITG TCCACCT TCMAGATATAACGTTCATGAGGCTTIC

ATHYB022  |AT5GA0430 GGAGATAGAACCATGGGTGAACCTCAATTATTTGATG TCCACCT TCMATCCCACCARCGCAGCAGC GCCACCATCTCTTTCAATTTTATGTCCTCAGATICTGTCCATC
NEHYB064  (ATSG11050 TCCACCT TCHGARCAATGGGARCCARRTGITGCE

ATMYB100 1AT2G25230 GGRGATAGAACCAT T, TCCACCTCCGGATCHMTTCCCACCARCGTAGCAGT 3
ACHYBI15 |AT5GA0360 GGAGATAG ACCATGTATCACCAAAATCTGATTTCATCG TCCACCT TCHATTCCAACCATTCATGAGCATCC

ATHMYBI18 |AT3G GGAGATAGAACCATGGAGTTCGAGTCAGTGTTCA TCCACCT TCMAAGACGACCATGAGCAATCA TGGTATTTCATATGIGT TCGATGGTTTGIGATGCAC
ATHMYBI19  |AT5G58850 GGAGATAGAACCATGGAAGACCGACGCCTTGT TCCACCT TCMGACCAACGGGAAGCAGATGT CTCACCARCCTTATCAACTICCTGTCTTCTT TCCAT
NEHYB005  |AT3G13540 GGAGATAGANCCATGAT TGTGET G C TCATGTCCTANGCTAGAAG

ATHYB026  [AT3G13890.1 GGAGATAGAACCATGGGTCATCACTCATGCTGC TCCACCTCCGGATCHAGTTATGACGTACTGTCCACRAG

RCHYB035 |AT3G28470 GGAGATAGARCCATGGG: TCCTTGIT TCCACCT TCHATAATCGAAATCATTCARGAGTTGAGG

ATHYB046 |AT5G12870 GGAGATAGAACCATGAGGAAGCCAGAGGTAGC TCCACCT TCMTATGCTTTGITT

ATHMYB057 |AT3G01530 GGAGATAGAACCATGG: T TCCACCT TCMAATCACATGGTGGTCACCATTARG

NEHYB055  |AT5G59760.3  |GGAGATAGAACCATGAAACTTGT TACC C GCGACCACTACCATGIT

ATMYBO7Z IAT1G56160 GGRGATAGAACCAT TCCACCTCCGGATCHMTAGACATACTTCTCCGACGARATT 3
ACHYB080 |AT5G56110 GGAGATAGAACCATGGGICGGATTCCATGTTGIG TC TATGATTGAT HTCA CTCTTC TCTTTGCARCCCAGCATTCT TAGGGATGAGAC
ATHMYB085 |ATAG22680 GGAGATAGAACCATGGGGAGACAGCCATGLTG TCCACCT TCMAAACCCAARATCATGAACACCARAG

ATIYB0B8  |AT2G02820.2 CTAAG TCCACCT TCMCAAGCTATCGAGARGGACTCTT

NEHYB0S1  |AT2G37630 GGAGATAGANCCATGAAAGAGAGACAACGTTIGGAG TCCACCT TCHGGGGCGGTCTARTCTGCAAC

ATMYBOYE IAT4GI8770 GGRGATAGAACCATGGAGAATTICGTCGACGAGA TCCACCTCCGGATCHGAGTCCATGAACARRAGCATCAAT CTCCACGAGTTIGAATCAGTACCCTGTCTTCTTCAGCAGTCCAT
RCHYB099  |AT5G62320 GGAGATAGAACCATGGGTGGTCGTARACCATGTT TCCACCT TCHARCATCGAAACATCCARGTICTARATC CCACTGCAATCTICGACCATCTATTGCCARGGCGAGCATGAAG
ATHMYBI03 |AT1G63910 GGAGATAGAACCATGGGTCATCACTCATGCTGE TCCACCT TCMAAACGAAGAAGGGAAAGAAGAAGA

ATMYBI24  |ATIGI4350 GGAGATAGAACCATGGAAGAT, TCCACCT MCAAGCTATGGAGAAGGACTCTT

AtHYB125  |AT3G60460 GGAGATAGARCCATGGAAG! TCCACCT TCMAGGACTTGGGATTGGATCAACC CAGCCGAGAACTTGCATCCATTTIT TT \CGGAGT
ATHYB006  IAT4G09460 GGAGATAGAACCATGGGAAGATCTCCTIGTTGT TCCACCT TCMCAACAGTGAC,

ACHYB008 |ATIG35515 GGAGATAG ACCATGGGAAGATCACCATGTTGTG TCCACCT TCMGTAACAAGATCCGACCCCGA CTTTTT GCAAC, CGGATTT.

ATHMYB010 |AT3G12820 GGAGATAGAACC TCCACCT GCAAGTTTGGT TATCCARGARRATG CTCTTT TCTCATCAATCCAGCGAGTTT: TC
ATHMYB020 |AT1G66230 GGAGATAGAACCATGGGGAGACAACCATGCTG TCCACCT TCMAAACAACCCAAAAGTGGARGAACT

NEHYB027  |AT3G53200 GGAGATAGANCCAT T TCCACCT TCHTGACCATAGAGARCATGAAARCTC

ATHYB040  IAT5G14340 GGAGATAGAACCATGGGGAGAAAACCGTGCTG TCCACCTCCGGATCHMTAAGAGGARRAGATTATCATCAAGATTG )
ACHYB042 |ATAG12350 GGAGATAGAACCATGGGAAGGCAGCCATGTTS TCCACCT TCHGTCCTTGIGACCCGTCTT CTTGCAGCGATCTIGGACCATCTGT TGCCGAGAAGAGCATGAAG
ATHYB043 |AT5G16600 GGAGATAGAACCATGGGGAGGCAACCATGTTG TCCACCT TCMGAGGAGATCARATGTCCATGAATC

ATMYB047 |ATIGIB710 GGRGATAGAACCAT CATGGTT TCCACCT! TCI TGATCARGTATGTGACTAC CTCTTT TCTCTGC CTCTTTT -
NEHYB048  |AT3GA6130.1  |GGAGATAGAACCATGATG TCCACCT TCHACCTGACGACCATGGTGAT CTT T CCTGITCTGITCAAACCTGATACTITIGCTATARRRTC
ATHYB049  IAT5G54230 GGAGATAGAACCATGGGAAAATCTICAAGCTCGG TCCACCTCCGGATCHMTGATAGAT TCAAAGCATTATTATTATGATC

RCHYB067 |AT3G12720 GGAGATAGAACCAT TGGGARATGARA TCCACCT TCHARAGGTCCAGCTGCCARGATC

ATHMYB071 |AT3G24310 GGAGATAGAACCATGAGITIGT TCCACCT TCMACAGAAGGGAATGACCATGTIC

ATHMYB079  |AT4GI3480 GGAGATAGAACCATGGT TTT TCCACCT TCMACAAAATGGAATCACCAAGTTATGG

NEHYB082  |AT5G52600 GGAGATAGANCCATGGAATG TCCACCT CHARGCAGAGGAAAGAARTCGGTARA T T T TTCCTCCTCICTTCARCCCGGATCTACGAGRAATGTCTG
ATMYBOBT 13608500 GGAGATAGAACCATGATGAT! CCET TCCALLJCCGGATCMATCGACTTGGAAATCAAGGAAGG CGAGTAGCTATTTGA

ACHYB089  |AT5G39700 GGAGATAGANCCATGTATCTGITTATGTATARATGTARCATAG TCCACCT TCHTTGT T TAGTAT TAAGGAGACACARACC CACCTTTGICTACAACTTAGACTIGITCTTGGTICCATCTTCTC
ATHMYB095 |ATIG74430 GGAGATAGAACCATGGGGAGGACGACGTGE TCCACCT TCMAAGAAGGAACAGGTCAAGGTGT

ATMYBI2T  |AT3G30210 GGAGATAGAACCATGCTTGATT GITCAAG TCCACCT TCMAAARATATAGCCTCCCATGTARACTC

Primers used for their cloning of the different DNA motifs analysed in this study

(F]Sequence (R) _ Forward primers (5'to 3

Reverse primers (5' fo 3')

CACCAACC __|GGTTGGIG G C C C C CC: CC: T GITGGTGGGTTGGIGGGITGETGGGITGETE
CACCTACC AGGT( G CCT; CCT; CCT; CCT CCT, CCT, TAGGTGGGTAGGTGGGTAGGTGGGIAGGTCGGTAGETC
TARCTA TAGTTA G TARCTATAACTATAACTATAACTATARCTATAACT: GTTATAGT TTA

TAACCT ACCTTA G TAACCTTARCCTTAACCTTARCCTTAACCTTAACCT GGTTARGGTTAAGGTTAAGET 1T

ACAAGTTA | ITAACTTGA CGACARGARCACTAACTTGTTAACTTGTTAACTIGTTARCTRCTTARCT TGTTAACTTGT CARCAAGAGCACACAAGT TAACAAGT TAACAAGT TAACAAGTTARCAAGT TAACAAGTTA
AGTGGTTA | TAACCACT CGACAAGAACACAGIGGTTAAGTGGITAAGTGGTTAAGIGGTTAAGTGGITARGTGGITA GAAGAAGAGCACTAACCACTTAACCACTTAACCACTTAACCACTTAACCACTTAACCACT
GACAGTTG __|CAACTGIC CGACAAGAACACCAACTGICCAACTGICCAACTGTCCAACTGTCCAACTGTCCAACTGIC \GAAGAAGAGCACGACAGTTGGACAGI TGGACAGTTGGACAGTTGGACAGITGGACAGITG
TACTGTTG  |CAACAGTA CGACARGAACACTACTGTTGTACTGTTIGTACTGTTGTACTGTTGTACTGTTGTACTEITG T T ) TACAACAGTACARCAGT:
TGCGGTTE | |CAACCGTA CGACAAGAACACTCCGGTTETECCETTGTECEETTCTGOGETTGTGCGETTETECCETTE |GAAGARGAGCACCAACCGCACAACCGUACAACCECATARCCGCACARCCGCACAACCETA
AGTAGTTA  [PAACTACT CGACARGARCACAGTAGTTAAGTAGTTARGTAGTTARGTAGT TAAGTAGTTARGTAGTTA CARCAAGAGCACTAACTACTTARCTACTTARCTACTTAACTACTTAACTACTTARCTACT
ATTAGTTG _ |CAACTAAT CGACAAGAACACCAACTAATCAACTAATCAACTAATCAACTAATCAACTARTCAACTAAT TTAGITGATTAGITGATTAGTTGATTAGTTGATTAGITGATTAGITG
AAAAGTTA | TAACTTIT CGACAAGAACACARAAGITAARAAGI TARAAAGTTAAARAGTTAAARAGITARARAG \GAAGAAGAGCACTAACTTTTTAACTTTTTAACTTTTTAACTTTTTAACT TTTTAACTITT
GICAGTTA  ITAACTGAC CGACARGARCACGTCAGTTAGTCAGTTAGTCAGTTAGTCAGTTAGTCAGTTAGTCAGTTA GARCAAGAGCACTAACTGACTARCTGACTAACTGACTAACTGACTAACTGACTARCTGAC
GTTAGTTG _ |CAACTAAC GAACACGTTAGTTCGITAGTTCETTAGTTGGTTAGT TCGT TAGTTCETTAGT TG T T T T, T, (S

Grré " ICAACARGC G G G C

CARCAAGAGCACGCTTGT TEGCTTGTTGECTTGTTGECTIETT

TIGTT

T
GITAGITA | TAACTAAC CGACAAGAACACGITAGITAGTTAGITAGI TAGTTAGITAGTTAGTTAGITAGTTAGITA

T

T

LIC primer for the generation of the pHi:

LIC vector (5' to 3')

{pHisi-LIC-For AATTCGACAAGAACACGTGCTCTTCTTCAA

\pHisi-LIC-ReviCTAGTTGAAGAAGAGCACGTGTTCTTGTCG
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GTTCTCTTCCC T GCT T |rTGCT TTGTTGACCACCTGGTTCCCARAGTGGAATGC  [GCATTCCACTTTGGGAACCAGGTGETCAACAATTGCGAGCAR

CRTCTCTCCT TGCCGGATT, GT | TGATCCGTGATTAGTGACCACCTGTITCCCARAGTGGAATGE IGCATTCCACTTTGGGARACAGGTGETCACTARTCGCGGET

TTTGCCTGAGARA TCTCC TGT GAG TGAGTTGCAATCGCT CCTGTTT GTGG.

CATGCCCTCCTTGECARCAARTGETCGRAARTTGCGEGTC | GACGATGTGGGTGACGTTARGTCTARCARRCTTTTCCAGCAAG [CTTGCTGGRRRAGTTTCTTAGACTTAACGTCACCCACATCGTT

GTACTATTCCTCTTCRAGCTGGATTGCAGAGGARTCEGRAGAG GAATTTCGRTATCTGAGRCCATTTGTTACCCAACATGCAATGA TCATTCCATGTTCGETAACARATGETCICAGATATCGARRTTC

BGGCAGAACAGATAR | CATCTTCCITTGETETT, GGRA CAAT TGCAAGGTTTRACA
TGGGCTCGTATCGCTTCICAGTTACCTGGAAGARCAGACAATGAG TTGTTGTGAATATT TTTGCTCCCAATGATGARTGATTAGAARG CTTCTARTCATTCATCATTGGGAGT CCTARTATTC]
TGGTCACAAATGGCTAGAGAATTCCCTGGTCGAACAGATARC __|CTCTCATTT! CRACATAACCAGTTGTGTTIGCAATGICTG __[CAGACATT! ACACAACTGGTTATGTTGGTTCAAATGAGAG

| ACTTGTGATCARAATTCATTACTATTGCCCCAACGTGTGIG  [CACACACGTTGGGGCAATAGTARTGAATTTGATCACAAGT

CTCTCATTTICATGATCATAACCTGGEAAGCAAGGARCTGETA TACCAGTTCCTTGCTT GGTTATGATCATGARRATGAGAG
CTTCATCATCATCTACA ARAGAT GATTTTIG
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CGITAAGARRACTACTIGGAGTGARGAAG

GTGCATCACAAACCAT

CTCACACATATGARATACCA GTCCACTAGCTGCACCAATAARCTTGTCTICTT: ATGGACTCCTGAAGAAGACAAGTTATTGGT

GCTAGTGGAC

ATGGACGGCGGANGAAGACAGGAAGTTGAT AN

TTTCTTAATATCAGGACGGAGATG

TGGRGTGAAGARG

TTGCGGCG

ATGGACTGCTGAAGAAGACAGGETA

CTTCTTCACTCCATGTTTCTTICTTAATGTCAGGTCTCARATG CATTTGAGACCTGACATTAAGARRGAARCATGGAGTGARGAAG

CTTCAT:

ATAGATGGTCGAAGATTGCAGTGG

ACT

CRRTCTCAAARRTGGATGCARGTTCTCGETTG

GTTCTCTICCT

TCATAGTTTATTTGGCAACARATGGCTTTT

GCATGGATG

AAGGCAATTGATTCCTGARATCTTAGCTAGCCTACCG! GGCTAGCTARGATTTCAGGAATCARTTGCCTT

GATCTCTTCCC

GATCTTAGACCACTTGTTTCCATAR TCACCAAGCTTATGGAAACAAGTGGTCT

GATCGCATCCAAC

CTTCAT:

ACAGATGGTCCAAGATCGCTG

CGARG:

T T TTATAGCAAAAGTATCAGGTTTGAACAGAACAGGARAG

HTAGCCCGAR

CHGA
CAT

TCGCTGETCG

GAG
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TTC TCAARG: TTTAGCAAATTTGG, CTTTCCTTTCCAAATTTGCTARATGGTCTTTGATTGCTGGGAA
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