
0.00E+00	   5.00E-‐04	   1.00E-‐03	   1.50E-‐03	   2.00E-‐03	  
0	   0.0016	  

ANOVA	   Post-‐hoc	  

Mineral	  absorp@on	  
p=0.0056	  

0.00	   0.05	   0.10	   0.15	   0.20	   0.25	   0.30	   0.35	  

Other	  transporters	  
p=0.0066	  

0.00	   0.01	   0.01	   0.02	   0.02	   0.03	   0.03	  

Styrene	  degrada@on	  
p=0.0071	  

0.00	   0.01	   0.01	   0.02	   0.02	   0.03	   0.03	   0.04	  

Arachidonic	  acid	  
metabolism;	  p=0.008	  

0.000	   0.000	   0.000	   0.001	   0.001	   0.001	  

Alzheimer’s	  
Disease;	  0.012	  

Basal	  transcrip@on	  
factors;	  p=0.011	  

0.038	   0.040	   0.042	   0.044	   0.046	   0.048	   0.050	   0.052	   0.054	  

0.000	   0.010	   0.020	   0.030	   0.040	   0.050	  

β-‐lactam	  
resistance;	  	  p=0.012	  

0.000	   0.010	   0.020	   0.030	   0.040	   0.050	   0.060	  

Secondary	  bile	  
acid	  biosynthesis;	  

p=0.0139	  

0.000	   0.010	   0.020	   0.030	   0.040	   0.050	   0.060	  

Primary	  bile	  acid	  
biosynthesis;	  p=0.139	  

1.35	   1.40	   1.45	   1.50	   1.55	  

Amino	  acid	  related	  
enzymes;	  0.021	  

Il10-‐/-‐/AOM/0%	   Il10-‐/-‐/AOM/0.5%	  WT/PBS/0%	  

Fig.	  S3	  



0.0	   0.2	   0.4	   0.6	   0.8	  

Bacterial	  
chemotaxis;	  

p=0.023	  

0.60	   0.70	   0.80	   0.90	   1.00	   1.10	   1.20	  

Transcrip@on	  
machinery;	  p=0.028	  

0.36	   0.37	   0.38	   0.39	   0.40	   0.41	   0.42	   0.43	  

Nucleo@de	  excision	  
repair;	  p=0.033	  

1.0	   1.2	   1.4	   1.6	   1.8	   2.0	  

Transcrip@on	  factors	  
p=0.039	  

0.00	   0.20	   0.40	   0.60	   0.80	   1.00	  

Sporula@on	  
p=0.043	  

0.00	   0.05	   0.10	   0.15	   0.20	   0.25	   0.30	  

Ubiquinone	  &	  other	  	  
terpenoid-‐quinone	  	  

biosynthesis;	  p=0.043	  

1.85	   1.90	   1.95	   2.00	   2.05	  

Pep@dases	  
p=0.045	  

0.00	   0.50	   1.00	   1.50	  

Bacterial	  mo@lity	  
proteins;	  p=0.047	  

2.0	   2.5	   3.0	   3.5	   4.0	  

ABC	  transporters	  
p=0.049	  

ANOVA	   Post-‐hoc	  

Il10-‐/-‐/AOM/0%	   Il10-‐/-‐/AOM/0.5%	  WT/PBS/0%	  
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Figure	  S3.	  The	  results	  of	  PICRUSt	  analysis	  of	  the	  effect	  of	  0.5%	  curcumin-‐
supplemented	  diet	  in	  AOM-‐treated	  Il10-‐/-‐	  mice.	  Rela@ve	  func@onal	  abundance	  was	  
calculated,	  analyzed,	  and	  associated	  with	  KEGG	  pathways	  using	  PICRUSt	  and	  STAMP	  
sodware.	  KEGG	  orthologies	  were	  selected	  where	  ANOVA	  p<0.05	  AND	  no	  significant	  
difference	  was	  seen	  between	  AOM/Il10-‐/-‐/0%	  and	  AOM/Il10-‐/-‐/0.5%	  groups	  (Tukey-‐
Kramer	  post-‐hoc	  test).	  	  KEGG	  categories	  are	  sorted	  top-‐boiom	  from	  the	  lowest	  to	  
highest	  p	  value.	  The	  results	  of	  post-‐hoc	  test	  are	  depicted	  to	  the	  right	  from	  each	  mean
+SD/ANOVA	  graphs.	  	  
	  


