Fig. S3

ANOVA Post-hoc
95% confidence intervals
|
! L o | <001 g
. . | =
Mineral absorption L o : 002 %
p=0.0056 i
L L L
) ' ) ' ' 0.0 00 0 0.0016
0.00E+00 5.00E-04 1.00E-03 1.50E-03 2.00E-03 Mean proportion (%) Difference in mean proportions (%)
1 95% confidence intervals
Other transporters ‘ o | <0015
p=0.0066 o - L
0.0 0.3 0.00 0.02 0.04 0.06 0.08 0.10 0.12
4 ' ' ' ' ' ' ! Mean proportion (%) Difference in mean proportions (%)
0.00 005 010 0.15 0.20 0.25 030 0.35 95% confidence intervals
|
: [ O | <001 g
Styrene degradation : g
p=0.0071 | i ! 00 s
T T T T T T d L I L L L L
0.0 0.0 0.000 0.005 0.010 0.015 0.020 0.025 0.030
0.00 0.01 0.01 0.02 0.02 0.03 0.03 Mean proportion (%) Difference in mean proportions (%)
95% confidence intervals
Arachidonic acid ‘ 001 2
. | t ® 01
metabolism; p=0.008 L s H
0.0 0.0 0.000 0.005 0.010 0.015 0.020 0.025 0.030 0.035
' ' ' ' ' ' ' ' Mean proportion (%) Difference in mean proportions (%)
0.00 0.01 0.01 002 0.02 003 0.03 0.04 95% confidence intervals
@ | <0.02 ]
Basal transcription o | 002 £
factors; p=0.011 . ‘ ‘ ‘ ‘
T T T T T 1 0.0 0.00.0000 0.0002 0.0004 0.0006 0.0008 0.0010
0.000 0.000 0.000 0.001 0.001 0.001 Mean proportion (%) Difference in mean proportions (%)
-I 95% confidence intervals
. |
Alzheimer’s \ <002 g
Disease; 0.012 ‘ E
I ! <0.02 &
T T T T T T T T 1 I
L | L L L
0.038 0.040 0.042 0.044 0.046 0.048 0.050 0.052 0.054 0.0 0.0 0.000 0.002 0.004 0.006 0.008 0.010 0.012
Mean proportion (%) Difference in mean proportions (%)
-I 95% confidence intervals
practam _::
resistance; p=0.012 | <002 £
0.000 0.010 0.020 0.030 0.040 0.050 0.0 0.0 0,000 0,005 0,010 0.015 0,020 0.025 0.030 0.035
Mean proportion (%) Difference in mean proportions (%)
Secondary bile 1 95% confidence intervals
. . . | ]
acid biosynthesis; —iﬂ # L [ 002
p=0.0139 | A R z
} r r r r r . 0.0 0.1 0.000 0.005 0.010 0.015 0.020 0.025 0.030
0.000 0.010 0.020 0.030 0.040 0.050 0.060 Mean proportion (%) Difference in mean proportions (%)
1 95% confidence intervals
i ile aci \ 3
. Prlma.ry bile acid | : | <002 3
biosynthesis; p=0.139 o ‘ ‘ ‘ ‘ Y
H| 0.0 0.1 0.000 0.005 0.010 0.015 0.020 0.025 0.030
v v v v v v ' Mean proportion (%) Difference in mean proportions (%)
0.000 0.010 0.020 0.030 0.040 0.050 0.060
1 95% confidence intervals
. . o
Amino acid related =| : : || <0023
enzymes; 0.021 o o
| 0.0 1.5 0.00 0.02 0.04 0.06 0.08 0.10 0.12 0.14 0.16 0.18
' ' ' ' ! Mean proportion (%) Difference in mean proportions (%)
1.35 1.40 1.45 1.50 1.55

[ ] wr/pBs/0%

B /1207/a0Mm/0%

[ ] n107/a0Mm/0.5%



Fig. S3 (cont.)

ANOVA Post-hoc

95% confidence intervals

Bacterial | 3
. | e | <0.05 g
chemotaxis; L L ‘ a
p=0023 I 0.0 0.6 0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7
T T T T 1 Mean proportion (%) Difference in mean proportions (%)
0.0 0.2 0.4 0.6 0.8
1 95% confidence intervals
Transcription | g
; .= |k o i <0.05
machinery; p=0.028 ‘ z
L L L L L L
] r r r r r \ 0.0 1.1 000 005 010 015 020 025 030 0.35
0.60 0.70 0.80 0.90 1.00 1.10 1.20 Mean proportion (%) Difference in mean proportions (%)
1 95% confidence intervals
. - — I 3
Nucleotide excision ;‘ P i | <0053
repair; p=0.033 L s ! ! ! ‘ a
I 0.0 0.4 0.00 0.01 0.02 0.03 0.04 0.05 0.06 0.07
T T T T T T T 1 Mean proportion (%) Difference in mean proportions (%)
036 0.37 038 039 040 041 042 043
95% confidence intervals
1 ‘ :
— F @ { [ <0.057®
Transcription factors ‘ g
_ I | I L I I I I
p—0-039 0.0 19 00 01 02 03 04 05 06 07

! r r r r \ Mean proportion (%) Difference in mean proportions (%)
1.0 1.2 14 1.6 1.8 2.0
J 95% confidence intervals
Sporulation ? : o i | <005
p=0.043 L 1 L L L L L
[ 0.0 0.8 0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7
' ' ' ' ' ' Mean proportion (%) Difference in mean proportions (%)
0.00 0.20 0.40 0.60 0.80 1.00
1 95% confidence intervals
Ubiquinone & other
q . . |
biosynthesis; p=0.043 L \ ! ‘ . ‘ ‘
I r r r r r , 00 0.2 0.00 0.02 0.04 0.06 008 010 012 0.14 0.16
0.00 0.05 0.10 0.15 0.20 0.25 0.30 Mean proportion (%) Difference in mean proportions (%)
1 95% confidence intervals
: |
Peptidases ﬁ = ! | <00s
p=0045 I | L I L L I I L I
} r r r " 0.0 2.0 0.00 0.02 0.04 0.06 0.08 0.10 0.12 0.14 0.16 0.18
1.85 1.90 1.95 2.00 2.05 Mean proportion (%) Difference in mean proportions (%)
) ! : : ’ 95% confidence intervals
. . I
Bacterial motility ? | o i | <005
proteins; p=0.047 L . s ‘ ! ‘ ‘
T 0.0 1.2 0.0 0.2 0.4 0.6 0.8 1.0 1.2 1.4
T T T 1 Mean proportion (%) Difference in mean proportions (%)
0.00 0.50 1.00 1.50
95% confidence intervals
|
ABC transporters ? it C ’ <0.05
— I | L L I ! I I
p_0049 0.0 35 0.0 0.2 0.4 0.6 0.8 1.0 1.2 1.4
! T T T 1 Mean proportion (%) Difference in mean proportions (%)
2.0 2.5 3.0 35 4.0

[ ] wr/pBs/0% B /1207/a0Mm/0% [ ] n107/a0Mm/0.5%

p-value

p-value

p-value

p-value

p-value



Figure S3. The results of PICRUSt analysis of the effect of 0.5% curcumin-
supplemented diet in AOM-treated //107/- mice. Relative functional abundance was
calculated, analyzed, and associated with KEGG pathways using PICRUSt and STAMP
software. KEGG orthologies were selected where ANOVA p<0.05 AND no significant
difference was seen between AOM///107-/0% and AOM/I/107-/0.5% groups (Tukey-
Kramer post-hoc test). KEGG categories are sorted top-bottom from the lowest to
highest p value. The results of post-hoc test are depicted to the right from each mean
+SD/ANOVA graphs.



