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Scan # 6933 @ 53.3 min; NL:2.76e+07

Entry  6739 −  Charge:  2  − M/Z:  633.3166 and 637.3237
K.ELEALDDVFSK.V; Mono.mass: 1264.618703; Mono.mz: 633.31663
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Scan # 6933 @ 53.3 min; NL:2.76e+07

Entry  6739 −  Charge:  2  − M/Z:  633.3166 and 637.3237
K.ELEALDDVFSK.V; Mono.mass: 1264.618703; Mono.mz: 633.31663
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Entry  3054 −  Charge:  2  − M/Z:  593.8402 and 598.8443
R.NIFPIWALGR.F; Mono.mass: 1185.665865; Mono.mz: 593.84021

P48449 LSS Lanosterol synthase 
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Scan # 22050 @ 85.3 min; NL:1.09e+05

Entry  9919 −  Charge:  2  − M/Z:  607.3649 and 611.372
K.DIMTPLVALLK.E; Mono.mass: 1212.715185; Mono.mz: 607.36487

Q7Z4Q2 HEATR3 HEAT repeat−containing protein 3 
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Entry  3631 −  Charge:  2  − M/Z:  593.8402 and 598.8443
R.NIFPIWALGR.F; Mono.mass: 1185.665865; Mono.mz: 593.84021

P48449 LSS Lanosterol synthase 
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Scan # 12690 @ 110.5 min; NL:2.51e+06

Entry  5465 −  Charge:  2  − M/Z:  607.3649 and 611.372
K.DIMTPLVALLK.E; Mono.mass: 1212.715185; Mono.mz: 607.36487

Q7Z4Q2 HEATR3 HEAT repeat−containing protein 3 
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Entry  8206 −  Charge:  3  − M/Z:  750.7172 and 753.3886
K.DPSLVVAGEALDALFDVFADGK.E; Mono.mass: 2248.126337; Mono.mz: 750.38272

Q7Z4Q2 HEATR3 HEAT repeat−containing protein 3 
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Scan # 30990 @ 118.4 min; NL:4.27e+04

Entry  14194 −  Charge:  3  − M/Z:  750.7172 and 753.3886
K.DPSLVVAGEALDALFDVFADGK.E; Mono.mass: 2248.126337; Mono.mz: 750.38272

Q7Z4Q2 HEATR3 HEAT repeat−containing protein 3 
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Entry  6007 −  Charge:  2  − M/Z:  889.447 and 893.4541
K.AQTAHEGALNGVTFYAK.L; Mono.mass: 1776.879503; Mono.mz: 889.44703

Q8BLN5 Lss Lanosterol synthase 
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