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* MN−V−86Dm_04.mzXML ; Raw Scan: 28090 ; NL: 2.82e+06
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Entry  2563 −  Charge:  2  − M/Z:  874.525 and 879.5292
K.QLPDVQLLAQQLLLR.R; Mono.mass: 1747.035608; Mono.mz: 874.52508

P22437 Ptgs1 Prostaglandin G/H synthase 1 
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* MN−V−86Cm_04.mzXML ; Raw Scan: 27399 ; NL: 1.62e+06
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Entry  2080 −  Charge:  2  − M/Z:  874.525 and 879.5292
K.QLPDVQLLAQQLLLR.R; Mono.mass: 1747.035608; Mono.mz: 874.52508

P22437 Ptgs1 Prostaglandin G/H synthase 1 
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* MN−V−200F_04.mzXML ; Raw Scan: 14767 ; NL: 2.91e+06
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Scan # 14808 @ 50.5 min; NL:2.11e+06

Entry  7002 −  Charge:  2  − M/Z:  682.3846 and 690.3988
K.LKFDPELLFNK.Q; Mono.mass: 1362.754741; Mono.mz: 682.38465

P35354 PTGS2 Prostaglandin G/H synthase 2 
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Scan # 12229 @ 56.5 min; NL:7.61e+05
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