
Dataset

BMGE parametrer 

 Alignment file name
BLOSUM matrix

8 1 139 30 50 2 398 UL3+G Eukaryotic_catalytic_subunits_selection.fasta

Regulatory subunit class III 1 2 117 30 40 3 839 UL3+G Regulatory_class_III.fasta

Regulatory class IA subunits 3 3 126 30 40 4 539 JTT+G Regulatory_class_IA.fasta

Regulatory class IB subunits 2 4 67 30 50 4 599 JTT+G Regulatory_class_IB.fasta

Catalytic homologs total 8 S1 1055 30 70 2 468 JTT+G Eukaryotic_catalytic_subunits.fasta

MIC class II catalytic subunits 3 S3 108 30 40 4 1113 JTT+G MIC_class_II_catalytic.fasta

MIC class I catalytic subunits 4 S4 185 30 40 4 828 LG+G MIC_class_I_catalytic.fasta
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