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Number of Figure Number of Number of |Model selected .
Dataset human paralogs | number homologs Maximum gap rate i length of| selected sit by BIC Alignment file name
p g g BLOSUM matrix allowed per lvmlmur:ni ength o sites y
character (%) selected region
Euk: ic sel h 1
u aryotlc S¢ e.Cth omologs of 8 1 139 30 50 2 398 UL3+G Eukaryotic_catalytic_subunits_selection.fasta
catalytic subunits
Regulatory subunit class III 1 2 17 30 40 3 839 UL3+G Regulatory_class_lll.fasta
Regulatory class IA subunits 3 3 126 30 40 4 539 JTT+G Regulatory_class_IA fasta
Regulatory class IB subunits 2 4 67 30 50 4 599 JTT+G Regulatory_class_IB.fasta
Catalytic homologs total 8 S1 1055 30 70 2 468 JTT+G Eukaryotic_catalytic_subunits.fasta
MIC class II catalytic subunits 3 S3 108 30 40 4 113 JTT+G MIC_class_|I_catalytic.fasta
MIC class I catalytic subunits 4 S4 185 30 40 4 828 LG+G MIC_class_|_catalytic.fasta




