19

292  Supplemental Table: HIV-1 Subtype E-specific polymerase chain reaction primers and

293  multiplex identifiers (MID)-containing adaptors for 454-pyrosequencing

HXB2
Primers Sequence Location
LTR 5 GCCTCAATAAAGCTTGCCTTGA
LTR 3 GGCGCCACTGCTAGAGATTTT
1% round forward AAATGATGACAGCATGTCAGGGAGT 1823 — 1847
GGGAATTTCTGTATATCATTGACAGTC
1% round reverse CA 3303 — 3328
2" round, Amplicon 1 forward GTTAAACAGTGGCCATTGACAGA 2610 — 2632
2" round, Amplicon 1 reverse ACTAGGTATGGTGAATGCAGTATA 2928 — 2951
2" round, Amplicon 2 forward CACAGGGATGGAAAGGATCAC 2998 — 3018
2" round, Amplicon 2 reverse CTGGACTGTCCATYTGTCAGGATG 3252 - 3275
Multiplex Identifier »
MID1 ACGAGTGCGT
MID2 ACGCTCGACA
MID3 AGACGCACTC
MID4 AGCACTGTAG
MID5 ATCAGACACG
MID6 ATATCGCGAG
MID7 CGTGTCTCTA
MID8 CTCGCGTGTC
MID9 TAGTATCAGC
MID10 TCTCTATGCG
MID11 TGATACGTCT
MID12 TACTGAGCTA
MID13 CATAGTAGTG
MID14 CGAGAGATAC
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