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Additional file 15: Diagram of adjusted Wallace coefficients calculated from pulsed-
field gel electrophoresis (PFGE), ribotyping, and core-genome sequence typing 
(CGST) data. ApaI and AscI data were combined to generate the PFGE category and 
ApaI, AscI, and ribotype data were combined to generate the PFGE+Ribo category.!
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