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Table S1: Primers used in this study 

Primer 5’      3’Nucleotide sequencea Restriction site 
SA0620.f ATATGGATCCATGGGATCTACACAACATACAGTACAATCTGG BamHI 
SA0620.r1 ATATGCGGCCGCTCGAATTCCATGGATGAATGCATAGC NotI 
SA0620.r2 ATATGCGGCCGCTTATCGAATTCCATGGATGAATGCATAGC NotI 
FtsL.f ATATGGATCCAAAATGGATGCGTATGATACGCG BamHI 
FtsL.r1  ATATGCGGCCGCATTTTTTGCTTCGCCATTACTAC NotI 
FtsL.r2 ATATGCGGCCGCTTAATTTTTTGCTTCGCCATTACTACGC NotI 
ClfB.f ATATGGATCCTCAGAACAATCGAACGATACAACGC BamHI 
ClfB.r1 ATATGCGGCCGCGTCTGGGCTTGGTTCCGGTTC NotI 
ClfB.r2 ATATGCGGCCGCTTAGTCTGGGCTTGGTTCCGGTTC NotI 
SA2100.f ATATGGATCCTCTGAGCAAGATAACTACGGTTATAATCC BamHI 
SA2100.r1 ATATGCGGCCGCGTGAATGAAGTTATAACCAGCAGCTTGG NotI 
SA2100.r2 ATATGCGGCCGCTTAGTGAATGAAGTTATAACCAGCAGCTTGG NotI 
Pro-Atl.f ATATGGATCCGCTGAGACGACACAAGATCAAACTACTAATAAAAACG BamHI 
Pro-Atl.r1 ATATGCGGCCGCAGCGCTAAAAGTAGTTACTTTAGGTGTCGCTTCAGTTTTAGC NotI 
Pro-Atl.r2 ATATGCGGCCGCTTAAGCGCTAAAAGTAGTTACTTTAGGTGTCGCTTCAGTTTTAGC NotI 
IsdB.f ATATGGATCCGCAGCTGAAGAAACAGGTGGTACAAATAC BamHI 
IsdB.r1 ATATGCGGCCGCTGATTTTGCTTTATTTTCTTGTGTATTTTTATTG NotI 
IsdB.r2 ATATGCGGCCGCTTATGATTTTGCTTTATTTTCTTGTGTATTTTTATTG NotI 
aRestriction sites underlined, stop codons in bold 



Figure S1: MS/MS results to identify the phosphorylation site of purified (a-c) and TCA 
precipitated (d) His6-TEV-IsdB. 

 

 

(K)KYMVMETTNDDyWKDFmVEGQR(V)

Xcorr DCn
Actual peptide 

mass (AMU) Spectrum charge Δmass (PPM)

4.05 0.354 2,881.18 3 0.62

purified His6-TEV-IsdB 

a



 

Xcorr DCn
Actual peptide 

mass (AMU) Spectrum charge Δmass (PPM)

3.66 0.434 2,881.18 3 1.5

(K)KYMVMETTNDDyWKDFmVEGQR(V)
purified His6-TEV-IsdB 
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(K)KYMVMETTNDDyWKDFmVEGQR(V)

Xcorr DCn
Actual peptide 
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3.55 0.223 2,881.19 4 2.6

purified His6-TEV-IsdB 
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(K)KYMVMETTNDDyWKDFmVEGQR(V)

Xcorr DCn
Actual peptide 

mass (AMU) Spectrum charge Δmass (PPM)

3.87 0.543 2,881.19 3 4

TCA-precipitated His6-TEV-IsdB
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