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Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7
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Figure S8
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Figure S9

(kDa)

37

20

150

50

37

150

37

p-TrkA

p-ERK

p21

ERK

TrkA

Tubulin

U0126
NGF

GAPDH

SK-MEL-28

no Dox

TrkA E

+
--

-
+
- +

+
+
--

-
+
- +

+

37

20

150

37

50

150

37

(kDa)

p-TrkA

p-ERK

p21

ERK

TrkA

Tubulin

U0126
NGF

GAPDH

G-361

no Dox

TrkA E

+
--

-
+
- +

+
+
--

-
+
- +

+



Figure S10
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