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Figure S2
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Figure S3
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Figure S4
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Figure S5
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Figure S6

100
§
2 80
Q
o
(O]
2 60 7
i
o
& 40 A
o
C
o
=20
°©
(W
O -
NGF
u0126
LY294002
CEP-701
100
§
Z 80
[0}
(8]
(]
2 60
i
g
o 40
o
c
S
5 20 A
o
[N
O -
100
E\D,
2 80
(]
(8]
(0]
2 60
i
g
o 40
(o]
C
S
5 20 A
o
[V
O -
NGF
U0126
LY294002
CEP-701

B Edu
B Caspase 3

SK-MEL28-E

(+ Dox)

-+ -+ -+ -4
- - + - - - -
- - - - + + - -
- - - - - -+ 4
B cdu
B Caspase 3
SK-MEL28-E
(no Dox)

SK-MEL-28-TrkA

(no Dox)

100 -

80

60

40 A

20 A

Fraction of positive cells (%)

0 -

NGF
Uo126
LY294002
CEP-701

40

20 A1

Fraction of positive cells (%)

100 A

80 -

60

40

20 A1

Fraction of positive cells (%)

NGF
uo126
LY294002
CEP-701

B cdu
B Caspase 3
G-361-E
(+ Dox)
- + - + -
- - + + -
- - - -+
[ 2
B Caspase 3
G-361-E
(no Dox)
G-361-TrkA

(no Dox)




Figure S7
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Figure S8
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Figure S9
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Figure S10
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