Figure S2. Highly constrained toxins
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Figure S2: Certain toxins are more constrained than others. A plot of site-specific » against amino acid
positions for various toxin types is presented. Significantly detected positively selected sites (model 8;

Bayes Empirical Bayes approach) are presented as large red circles. The red horizontal line represents
the line of neutrality: points above and below this line indicate positive and negative selection,
respectively.




