S2 Table: Details of positive feedback loop motif for JNK module.
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Vit =17.7672 nM s71, Kyt =1.7933 nM,  Vi+*2 =125.3660 nM s, KZ7v%? =56.3667 nM, k¥t = 1.3369 s71
Ky =21.5017 nM, V2 =8.485 nM s71, K1 =3.3207 nM,  k;! = 1.3369 st
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Kz =21.5017 nM
kg, =09128 nM s™!, k2% =17441s7', k2 =02352nMs™!, kS =14.6428 57!, Ry =81524x107* nM s~!
kpremnxa = 0.4267 571, KMANA = 0.6621 571, kD pya = 0.068 571, kP oy, =59.9722 57!
kn,=2.5531 571, VI =69.5154 nM s, K22 = 112.334nM, V5P =55.9578 nM s~!, K" = 8.947 nM
k¥2 =6.5615 nM s, KY2 =27.1651 nM, k%, =0.0214s7!, k2 =13943s7!, K72 =2.069 nM
V2 =11.9303nM s™!,  K¥% =110.6230 nM, kL. =0.2867 nM 571, K% = 12753 571, k2, = 0.00090396 s

kg’? =0.0053s7!, k% =00498s7!,  V3?=105.164 nM s™!, K7? =60.7342 nM, kD =0.0546 nM s™!, k7 =428.219 57!
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f(z,K) = , fs = fs(a,7,t), X3 = c-FOS, Z5 = ppc-FOS, D* = ppc-FOS:ppc-JUN, V, = cell volume, V;, = nucleus volume
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