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Figure S2. Ingenuity® Pathway Analysis “Apoptosis Signaling” pathway overlaid
with relevant genes from density curve analysis

Genes from the “Apoptosis Signaling” pathway from [PA® were included in the
“Apoptosis genes” list used in the density curve analysis. The density curve analysis
identified the “Apoptosis genes” list as being transcriptionally decreased in the center of
lesions so individual genes with p < 0.5 were overlaid onto the IPA® “Apoptosis
Signaling” pathway (green) to visually represent small transcriptional changes throughout

the pathway in the center of lesions. Red lines represent direct interactions that would be



affected by decreased transcription of identified genes in cells. Orange lines represent

secondary affects of the identified genes being down-regulated in cells.



