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Figure S7. Evidence of cell cycle-associated expression of representative ICCG and
non-ICCG genes. A, Cyclebase data of cell-cycle mRNA expression peaktime for the 4
representative ICCG genes and the 3 non-ICCG genes (KIF5B, PWP1 and CEP70). B,
Relative mRNA levels of the genes were determined by RT-qPCR in BJ-hTERT fibroblasts
cultured in the absence of serum during 7 days (- FBS d7). Values derived from 3
independent experiments and are expressed relative to the levels found in cells
cultured in the presence of serum (+ FBS). **p<0.01, ***p<0.001, ****p<0.0001.
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