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Supplementary Figure 1: Survival analysis of RNA sequencing data from TCGA cohort and RNA microarray 

results from SurvExpress web resource showed that DDX3 is a significant prognostic predictive indicator in 

colorectal cancer in both RNA sequencing analysis (hazard ratio [HR] = 0.53, P = 0.039) and RNA microarray 

analysis (HR = 0.72, P = 0.026), and patients with low DDX3 expression had poor prognosis. In contrast, high 

DDX3 RNA level was correlated with prognosis for breast cancer in RNA sequencing analysis (HR = 2.06, P < 

0.001), but this trend was not seen in RNA microarray analysis. In head and neck cancer, low DDX3 expression 

level was associated with poor prognosis in RNA microarray analysis (HR = 0.62, P = 0.010) but not in RNA 

sequencing analysis. No association between DDX3 RNA expression and survival were seen in lung cancer, 

liver cancer, glioblastoma, and ovarian cancer.  



 

 

Supplementary Figure 2: Kaplan-Meier plots for high versus low DDX3 protein expression in breast and head 

and neck cancer. No prognostic significance was seen between DDX3 protein expression and patient outcome 

in either breast cancer or head and neck cancer. 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Supplementary Figure 3: In trypan blue exclusion assay, no significant difference was seen between the 

proliferation activity of DDX3 knockdown group and control group in short-term culture. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 4: Negative control for immunofluorescence staining of E-cadherin on HCT116 non-

silenced control cells. 

 

 

 

 

 

 

 

 

 

 

 



 



 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 


