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Supplementary Table 1. Oligos used in this study to measure gene expression

Gene ID Name Forward primer Reverse primer

MDP0000287191 WSD11 CTCTGCAATGCATGTTCAGCAT GGTCATGTGAGATGTTGCTTCTGT
MDP0000250127 KAS1 TGAAGAAGCAACATGAGGTTAACG GGCTCAGTGCTCCCTTTCCT
MDP0000069348 CER1 TGATTGGCCATGGAAACCA AATGACCCAAGGAGCCATGAT
MDPO0000938736 KCS11 CTGTTATACAGGTGCCTCCCAATC AGCTGATCAAGGGCACCAAA
MDP0000178263 SHN3 CTGCCACCGACCAAAACACT TGGGTCTTTGCAGCATTTCC
MDP0000729533 HXXXD-type acyl-transferase  GATGTGGTGCCTCTCGTAGCA TGGCGGTGAGTTTAGGAAATCTAG
MDP0000391122 HXXXD-type acyl-transferase = GCCAGTCAAGGATCCTCACAAG CCCGCCACATTCAAAGAAGTT
MDP0000297929 DGAT1 GACGGCAATTCCTTGAACGA CCGGCGTCGCAGATTTT






