Supplementary Material

Supplementary Table 1 : Environmental dataset. A total of 236 environmental microbial
samples was used in this study. For each sample, environmental origin, number of predicted
Open Reading Frames (total and longer than 50 amino acids) and data source are given.

Supplementary Figure 1: Distribution of Average Nucleotide Identity of highly
divergent environmental sequences. A total of 569 cliques (totally connected subnetworks)
of highly divergent environmental sequences (whose identity to CPR is lower than 60%) was
identified. Sequences from each of these cliques were aligned, then their average nucleotide
identity were computed, and shown in abscissa. Proportion of corresponding cliques is given
in ordinate.
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AntarcticaAquatic_1.fasta
AntarcticaAquatic_2.fasta
AntarcticaAquatic_3.fasta
AntarcticaAquatic_4.fasta
AntarcticaAquatic_5.fasta
AntarcticaAquatic_6.fasta
AntarcticaAquatic_7.fasta
AntarcticaAquatic_8.fasta
AntarcticaAquatic_9.fasta
Site227_0_1um.fasta
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Site228_0_8um.fasta
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Site230_0_8um.fasta
BBAYO1.fasta
BBAY02.fasta
BBAY04.fasta
BBAY14.fasta
BBAY15.fasta
ChickenCecumA fasta
ChickenCecumB.fasta

GlacierlceMetagenome_SRX000607.fasta

4440055.3.fasta

4440411 3 fasta
4440059.3.fasta
4440413 3 fasta
4440419 3 fasta
4440061.3.fasta
BATS216_20m_SG.fasta
BATS216_50m_SG.fasta
HOT179_125m_cDNA fasta
HOT179_125m_gDNA fasta
HOT179_125m_SG.fasta
HOT179_25m_SG.fasta
JGI_SMPL_HF10_10-07-02.fasta

JGI_SMPL_HF130_10-06-02.fasta
JGI_SMPL_HF4000_12-21-03 fasta
JGI_SMPL_HF500_10-06-02.fasta

JGI_SMPL_HF70_10-07-02.fasta
BGI_GeneSet20090523.fasta
MHO0001.seq.fasta
MHO0002.seq.fasta
MHO0003.seq.fasta
MHO0004.seq.fasta
MHO0005.seq.fasta
MHO0006.seq.fasta
MHO0007.seq.fasta
MHO0008.seq.fasta
MHO0009.seq.fasta
MHO0010.seq.fasta
MHO0011.seq.fasta
MH0012.seq.fasta
MHO0013.seq.fasta
MHO0014.seq.fasta
MHO0015.seq.fasta
MHO0016.seq.fasta
MHO0017.seq.fasta
MH0018.seq.fasta
MH0019.seq.fasta
MHO0020.seq.fasta
MHO0021.seq.fasta
MH0022.seq.fasta
MHO0023.seq.fasta
MH0024.seq.fasta
MHO0025.seq.fasta
MHO0026.seq.fasta
MH0027.seq.fasta
MH0028.seq.fasta
MHO0030.seq.fasta
MHO0031.seq.fasta
MHO0032.seq.fasta
MHO0033.seq.fasta
MHO0034.seq.fasta
MHO0035.seq.fasta
MHO0036.seq.fasta
MHO0037.seq.fasta
MHO0038.seq.fasta
MHO0039.seq.fasta
MHO0040.seq.fasta
MHO0041.seq.fasta
MH0042.seq.fasta
MHO0043.seq.fasta
MHO0044.seq.fasta
MHO0045.seq.fasta
MHO0046.seq.fasta
MHO0047.seq.fasta
MH0048.seq.fasta
MH0049.seq.fasta
MHO0050.seq.fasta
MHO0051.seq.fasta
MHO0052.seq.fasta
MHO0053.seq.fasta
MHO0054.seq.fasta
MHO0055.seq.fasta
MHO0056.seq.fasta
MHO0057.seq.fasta
MHO0058.seq.fasta
MHO0059.seq.fasta
MHO0060.seq.fasta
MHO0061.seq.fasta
MHO0062.seq.fasta
MHO0063.seq.fasta
MHO0064.seq.fasta
MHO0065.seq.fasta
MHO0066.seq.fasta
MHO0067.seq.fasta
MHO0068.seq.fasta
MHO0069.seq.fasta
MHO0070.seq.fasta
MHO0071.seq.fasta
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Botany Bay
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Chicken Cecum A
Chicken Cecum B
Glacier

Healthy gut bacteria
Healthy Prebead tank microbes
Healthy slime bacteria
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High saltern microbial (HB1128)

Highborne Cay stromatolite bacteria

Hot Aloha
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Hot Aloha
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Lean Mice

Line Islands Christmas Reef B3 bacteria
Line Islands Kingman Reef B2 bacteria
Line Islands Palmyra F8 Bacteria

Line Islands Tabuaeran B1 Bacteria

Low salinity microbial (LB1128)

Low saltern microbes (Pond 11)

Medium salinity microbial (MB1116)
Medium saltern microbes (MB1110)
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Medium saltern microbial (MB1128)
Monterey Bay
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Pacific Beach

Porites astreoides microbial extraction
Porites compressa control treated bacteria
Porites compressa DOC treated microbes
Porites compressa nutrient treated microbes
Porites compressa pH treated microbes
Porites compressa temperature treated bacteria
Porites compressa time zero bacteria
Pozas Azule Il stromatolite microbes

Rios Mesquites Stromatolites bacteria
Salton Sea Bacteria 1

Sapelo Island
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Soudan Black Stuff

Soudan Red Stuff

Syntrophic Partners
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Total microbial community from cow rumens
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