S2 File. The gene model for RcPIP2;5. A, The coding region of the longest transcript is
marked with uppercase letters, under which is its deduced amino acids. The transcribed
untranslated regions, including 5° UTR, intron and 3> UTR sequences, are marked with
lowercase letters. The start and stop codons are blacked. B, Diagrammatic presentation of

four putatively alternative splicing transcripts.

(A)
1 tgatcacgccteegeccatggttacgecatttttacagtttaagaagttaaatcttcaga
61 cttcatttctcttaaaaaaatttcaacaaaaacaagaaaaaagttaaaacagttatctct
121 atggttgtgacaatccgtgagecatgcagetgtagtatecttetttttgtcatctacaata
181 gagagaaataaacaaagaaacaattaaaagaataaggtaattaaATGGCTGGTGATCAAG
1 M A G D QD
241 ATAGACAGGTAGAAGAAGAAGAGGAGGAAAGTGACGGAAAGGACTACGTGGAGCCACCAC
7 RQVEEEEEESDSGIKDYVEUPPP
301 CAgttccattgttgcacttggcagagetgaaggaatgggcttttacagAGCTTTAATTGC
27 S F N C
361 GGAATTACTGCAACGCTTCTCTTTCTTTATGTGTCAGTAGCTACTGTTATCGGCCACAAG
31¢ T T ATLULFLYVS VATV IGHK
421 GCTCAAATCTCTCCATGTGATGGTGTTGGCATTCTTGGCATTGCTTGGGCTTTTGGTGCC
59'A Q T S pPCDGVYV G ILGTITAWATFGA
481 ATGATTTTCGTTCTTGTCTATTGCACTGCTGGGATTTCTGgttggtacttcacatgatca
“1TM 1T F VL VY CTAGTISG
541 cccatcaagatcataaccttttgtttcttttctaataccatagacgtaggatttggettt
601 ctgttttcctataaaacttggaaatgcaataacagattcatttttgtetggtttattatt
661 tatttcctacaaaactttagtttactatttcttttctgagtttaatcaaaaagggtaatt
721 gtctatatggcttgaaaaccgettgecagGAGGGCACATCAACCCAGCAGTGACATTCGGG
85 G HTINWPAVTTFG
781 CTGCTGGTGGCGAGGAAGGTGTCACTGGATCGTGCAGTTTCTTACATGATATCGCAGTGC
%L L VARKVSLDIRAVSYMTISQQC
841 CTTGGAGCAATATGTGGCGTAGGGTTAGTGAAGGCATTCATGGAGCATGACTATATTAAT
5L 6 AT CGV GLVKAFMEHTDY TN
901 ATTACACTTGGTGGTGGCGCAAACTCTGTTGCAACTGGTTACTCAAAAGGTGCTGCTTTG
B¥3BI1T TLGGGANSVATGY S KGAAL
961 GGTGCTGAGATTGTGGGTACTTTCGTTCTTGTGTACACAGTCTTTTCCGCCACTGATCCT
6 A E T V T FVL VYTVFSATTDP
1021 AAGCGAAAAGCCCGCGACTCCCATGTTCCTgtaagtatatactagtagtaaaacaaataa
17K R K AR D S H V P
1081 ctaaaactgaatttttttattaatctctctctecttggecaatccgggttaaatacttgta
1141 gaaagcacatcaggaatgtaatgctcaggctgatgcaggagagggtaatcttaccattge
1201 caacaaggagacacccttgactgttaatgaaagaaaataataataattataataataata
1261 ataagagatgcataaaatggacttctctattttggagattctgatggggtgaggataaat
1321 gatttcagATACTGGCTCCTTTGCCAATTGGATTTGCTGTTTTCGCTGTGCATTTGGCCA
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Legend:

I o ApLPTITGFAVYFAVHTLAT
CAATTCCTATTACTGGTACTGGCATAAATCCTGCCAGGAGCCTTGCTGCTGCTATTATTT
I 1 TGTS GTNPARSTELAAATTY
ACAACACTCGGAAAGTTTGGGAAGAACATgtatgtccattttectetttcatctattata
N TURZKV WE E H
caaacatatgccaaagacaaagaacaataaacgaattatgctgtaaatcatgtattcaat
tatcagtatctcacatgaaataaacaaatcaattcataattctacgaagggtagaaattt
aaaaatataacttgctaaataagtgattttttatttttattttaaaaaaaatacttatat
atagatattaatatttttatttacacgctaaatcgatatataagttttatatatttatta
atattaaataatatatagTGGATTTTCTGGGTGGGGCCATTAGTTGGAGCACTACTAGCA
w1 FWVGPLV GATLTLA
GCAGTGTACTACCAGTACGTGATCAAAGGAGGAGCCATTAAATCTTTGGGATCATTCCGC
AVYYQYVIKG GGATZ KT ST LGS SFR
AGCAGCAACCTTATGTGAggagacacccaattatctataatacttttagtcattegtetg
S S NL M *
ttaatttaggaacttccttcaatcttattgectgtactgetttgagtttagacattttggt
tctaatttttaaagatcactctgctactttcatcatctttgtagtataggaataatgeta
caagtggtctgtaaattttatatttagtttcattttgattatgtaactttttttttttge
ttcaattagtcaatctctaattatattttatttaatcatatttgcaaatgaaaaaaataa

taaataaaaaagagaatatataa

ohp 20 10Tt diep T Lo0ep \300ep T leop

CDS s upstream/ downstream = Intron
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