S3 File. The gene model for RcTIP2;2. The coding region is marked with uppercase letters,
under which is its deduced amino acids. The transcribed untranslated regions, including 5’
UTR, intron and 3 UTR sequences, are marked with lowercase letters. The start and stop
codons are blacked. The primers used for PCR amplification are labeled with single

underlines.

1 gaagcactatgcttaagctgetgetgectatatatatatatatatattctccaaaatacat
61 gcttaacatatcatatacaggcttttaagtgtccecgetgtagetaatattgecaaggtty
121 ctagctagcaaaaacagaaggaaataaaaATGGTGAAGATAGCTTTTGGTAGTTTAGGAG

1 MV KTITAFG G- STULGD
181 ACTCTTTCAGCGCTGGATCCCTCAAGGCCTATCTATCTGAGTTCATTGCCACTCTTCTTT
2 S FSAGSLIKAYULSETFTATTLTLF
241 TTGTGTTTGCTGGTGTTGGCTCTGCTATTGCTTACAgtaagtgattcaggaatccettte
32 VF A GV GS A TAY S
301 ttttgtttttcaggttcctgatatctaatattgtatttgatcgtaacaagaatatttgea
361 tgcatgctaccttagaaaataacaataatatatttttcttttecgtgtgtgaatattatag
421 GCAAGCTTACGACAGATGCAGCTCTAGACCCACCAGGGTTGGTTGCTGTGGCAGTGGCTC
4 K L T T DA ALDPPGLVAV AV AH
481 ATGCTTTCGGACTGTTTGTTGGGGTAGCCATCGCAGCCAACATCTCAGGTGGTCACTTAA
64 A F G L FVGGVATAANTSG GG GHTLN
541 ATCCAGCTGTCACCTTTGGTTTGGCAGTCGGAGGGAACATCACCATCCTAACTGGTATCT
84 P AV T F GL AV GGNTTTTLTTGTF
601 TCTACTGGATTGCCCAGTGCCTTGGCTCTATTGTTGCCTGCCTTCTTCTCCAATTTGTCA
w4 Yy w1 AQCLGSTVACLTLTLAGQFVT
661 CCAATGGCAAGgtatttgatacaacctatatattaagcctatacataagtgatacatata
124 N G K
721 tttattaacattaaaacattaaggtttatatcaattattggacgttcaagtattataage

781 aaaattagataataaagtcctaaattgtgaaactgacatcttgggtttggcagAGCATCC
127 S I P
841 CAACCCATGGAGTTGCTTCAGGCATGAGTGCTATTGAAGGAGTAGTAATGGAGATTGTCA
3 T HGVASGMSATESGVVMETVI
901 TAACCTTTGCACTAGTTTACACTGTCTATGCCACAGCAGCCGACCCCAAAAAGGGAGATT
0 T F AL VYTVYATAADTPI KTE KT GTDL
961 TGGGAATAATTGCACCCATTGCAATTGGGTTCATAGTGGGTGCAAACATATTAGCTGCCG
70 G I I AP T1 AT GVF TV GANTITLAASG
1021 GCCCATTTAGCGGTGGCTCGATGAATCCGGCCCGATCATTTGGCCCAGCTGTGGTTAGCG
9 P F S GGS MNPARSZFGPAV YV SG
1081 GTGACTTCTCAGAGAACTGGATCTATTGGGTCGGCCCACTAATCGGAGGAGGGTTAGCTG
20 D F S ENWIYWVGPLTIGS GG GTLAG
1141 GGCTTGTATACAGTTGCAGTTTCATTGGGTCTTACTCTGCAGCCCCATCTTCTGAAGAGT
20 L vysCSFTITOGSYSAAPSSETETY
1201 ATGCCTAAattgggttgttaatgctttgtttgtgtggttetgtttettggtttettgtet




250 A %
1261 ttggggttgggettggagaacttgtacttcataataaggaaaatgtaaataataaattga
1321 atcaagtttgagaatcttttgttgcatattt



