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Table S1 Overview of all transcriptome microarray datasets of Streptomyces coelicolor used in the present work 

Microarray S. coelicolor strain Culture medium 

(liquid) 

Culture 

tempreature 

Fermentation 

vessel
a
 

Sampling 

number 

Gene 

number 

Source 

GSE2983 M145 Modified R5 medium 28°C NA 10 4960 Huang et al. [1] 

GSE18489 M145 Fermentation medium 30°C 3-L Fermentor 32 8205 Nieselt et al. [2] 

GSE30569 M145 SSBM-E 30°C 3-L Fermentor 30 8205 Waldvogel et al. [3] 

GSE53562 M145 SMM 28°C 250 ml Flask 7 7729 Our lab 

GSE44415 M145 AM media  37°C NA 13 7715 Strakova et al. [4] 

GSE30570 The glnK mutant 

(SCglnK-3) of M145 

SSBM-E 30°C 3-L Fermentor 16 7,893 Waldvogel et al.[3] 

GSE31068 The phoP mutant 

(INB201) of M145 

The same as GSE18489 30°C 3-L Fermentor 36 7,893 Thomas et al.[5] 

GSE53563 M145 and its scbR2 

knock-out mutant 

SMM +/- jadomycin B 28°C 250 ml Flask 1 7,729 Our lab 

a 
NA indicates the fermentation vessel is unknown from the corresponding reference. 
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