








Figure E5: Expression of cellular stress response genes.  
Log ratio representation of microarray data show that sepsis (E. coli vs.control) 
increased the expression of heat shock proteins (A), protein disulfide isomerases 
(B) and nuclear pore proteins (NUPs; C), while compstatin treatment consistently 
decreased these genes. Data are shown as log ratio mean ± SEM of 3 biological 
replicates. Multiple t test with Holm-Sidak multiple comparisons correction. 
***P<0.001.
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