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SKN3 Cell Proliferation.  
Bortezomib Treatment 

0.1% DMSO 2.5 nM 3.75 nM 5 nM
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HSC2 Cell proliferation.  
Bortezomib Treatment 

0.1% DMSO 2.5 nM 3.75 nM 5 nM
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HSC2 Cell Proliferation.  
Bay 11-7085 Treatment 

0.1% DMSO 2.5 uM 5 uM
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Ho1N1 Cell Proliferation.  
Bortezomib Treatment 

0.1% DMSO 2.5 nM 3.75 nM 5 nM
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Figure S5 

0

1

2

3

4

5

6

7

8

9

0 24 48 72

A
4
5

0
, 

N
o

rm
a
li

z
e
d

 A
b

s
o

rb
a
n

c
e

, 
C

C
K

-8
 

HSC2 Cell proliferation.  
SH-4-54 Treatment 

0.1% DMSO 0.1 uM 0.3 uM
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HSC2 Cell Proliferation.  
Cucurbitacin Treatment 

0.1% DMSO 0.1 uM 1 uM 3 uM
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SKN3 Cell Proliferation.  
Cucurbitacin Treatment 
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Figure S6 
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