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Supplementary Figure S2. A. Table of mreB spontaneous mutations obtained while selecting for A22-resistant 
mutants. B. A22 susceptibility of the A22-resistant MreB mutants determined by disk diffusion assay. C. 
Alignment of the amino acid sequence of MreB protein of L. pneumophila Paris (Lp) with sequences of its 
homologs in E. coli (Ec), V. cholerae (Vc), C. crescentus (Cc) and P. aeruginosa (Pa). The amino acids altered 
in A22-resistant MreB mutants are presented on a black background (for L. pneumophila) or gray background 
(for the other species). Alterations positions are boxed for easier identification. For each species, the ATP 
binding pocket is shown by the amino acids colored in red (only for L. pneumophila). 

W
T

G
24
2D

I2
4T

M
74
Q

F
82
L

P
14
2A

A
29
6T

F
82
S

P
11
3L

5

10

15

20

25

A B

C
In

h
ib

it
io

n
 d

ia
m

et
er

 (
m

m
)



S
u

p
p

lem
en

tary tab
le S

1 – L
ist o

f p
rim

ers u
sed

 in
 th

is stu
d

y

P
rim

ers fo
r th

e co
n

stru
ctio

n
 o

f th
e lp

p
0148 an

d
 lp

p
2773 m

u
tan

t strain
s

N
am

e
D

escrip
tio

n
/U

se
S

eq
u

en
ce (5 '- 3')

lpp0148_P
1

F
orw

ard prim
er to am

plify a 2kb fragm
ent upstream

 of lpp0148
G

C
C

G
T

T
T

TA
A

A
T

C
G

G
C

C
A

G
A

A
A

G

lpp0148_P
2

lpp0148_P
3

lpp0148_P
4

R
everse prim

er to am
plify a 2kb fragm

ent dow
nstream

 of lpp0148.
C

T
T

C
C

C
C

C
TA

A
A

A
A

T
C

A
G

G
A

T
G

T
C

lpp0148TA
A

_P
2

R
everse prim

er used w
ith lpp0148_P

1 to am
ply the 5' end of lpp0148

lpp0148TA
A

_P
3

F
ow

ard prim
er used w

ith lpp0148_P
4 to am

ply the 3' end of lpp0148
lpp2773_P

1
F

orw
ard prim

er to am
plify a 2kb fragm

ent upstream
 of lpp2773

G
G

C
G

A
T

T
T

C
G

C
A

T
G

TA
A

T
G

C
T

C
lpp2773_P

2

lpp2773_P
3

lpp2773_P
4

R
everse prim

er to am
plify a 2kb fragm

ent dow
nstream

 of lpp2773.
A

C
G

C
T

T
G

T
T

C
G

A
T

T
G

C
T

G
G

G
T

G

lpp2773TA
A

_P
2

R
everse prim

er used w
ith lpp2773_P

1 to am
ply the 5' end of lpp2773

lpp2773TA
A

_P
3

F
ow

ard prim
er used w

ith lpp2773_P
4 to am

ply the 3' end of lpp2773

lpp0148seqF
S

equencing prim
er for verification of the m

utant strain
C

TA
T

C
A

TA
C

A
T

T
C

A
A

G
G

T
C

A
A

C
A

G
A

C
C

lpp0148seqR
S

equencing prim
er for verification of the m

utant strain
T

T
T

G
G

C
G

C
A

G
C

C
C

A
TA

A
T

G
G

A
G

lpp2773seqF
S

equencing prim
er for verification of the m

utant strain
C

C
T

T
C

A
A

G
TA

A
C

A
T

C
A

G
C

G
T

C
C

G
lpp2773seqR

S
equencing prim

er for verification of the m
utant strain

G
A

G
T

G
G

A
G

C
A

C
TA

T
C

T
C

T
T

T
T

G
A

G
C

P
rim

ers fo
r th

e co
n

stru
ctio

n
 o

f th
e m

reB
 m

u
tan

t strain
N

am
e

D
escrip

tio
n

/U
se

S
eq

u
en

ce (5 '- 3')
m

reB
seqF

C
C

G
G

T
TA

A
A

A
G

C
A

G
T

T
G

T
C

T
G

G
m

reB
seqR

C
C

C
A

G
A

G
A

A
C

T
G

T
G

T
C

C
G

C
C

C
m

reB
seq_F

w
G

TA
TA

A
A

A
T

T
C

T
TA

T
G

C
G

G
C

A
A

C
T

G
T

C
m

reB
seq_IntF

w
G

T
C

G
C

A
A

T
TA

T
T

T
C

A
C

TA
A

G
T

G
G

A
A

TA
G

lpp0873_P
1

C
C

A
G

G
G

A
T

T
G

G
G

A
A

TA
A

G
C

G
T

T
G

0873-ptac-P
2

gnt-F
T

T
G

C
C

C
A

T
G

G
A

C
G

C
A

C
A

C
C

G
T

G

lpp0873_P
4

G
G

C
G

A
A

T
TA

C
C

C
G

A
A

C
A

A
A

C
T

C
T

C

P
ro

b
es fo

r N
o

rth
en

-b
lo

t
N

am
e

D
escrip

tio
n

S
eq

u
en

ce (5' - 3')
com

E
A

2-N
B

C
TA

C
A

A
A

A
C

G
C

T
G

C
C

C
TA

TA
C

C
C

T
T

G
A

C
T

T
C

C
G

C
A

A
G

C
T

C
T

T
C

C
A

G
A

G
m

reB
-N

B
C

C
TA

C
A

G
C

G
G

C
G

A
C

A
C

G
C

T
T

C
T

G
G

C
C

T
G

A
T

T
C

A
T

TA
C

G
C

A
A

T
G

C
C

N
atu

ral tran
sfo

rm
atio

n
 o

cc
u

rs
 in

d
ep

en
d

en
tly o

f th
e essen

tial actin
-like M

reB
 cyto

sk
eleto

n
 in

 L
eg

io
n

ella p
n

eu
m

o
p

h
ila

R
eve

rse prim
er to am

p
lify a 2

kb frag
m

e
n

t u
pstre

am
 o

f lp
p

01
4

8. U
n

d
erline

d se
q

ue
nce

 is 
co

m
p

le
m

e
ntary to

 th
e

 5
' e

n
d o

f th
e ka

n-sacB
 ca

ssette
G

G
C

C
C

A
A

T
T

C
G

C
C

C
TA

TA
G

T
G

A
G

T
C

G
C

A
G

G
C

A
A

G
C

C
A

G
A

TA
A

T
C

A
A

G
A

C

F
o

rw
a

rd p
rim

e
r to

 a
m

p
lify a

 2
kb frag

m
e

nt d
ow

n
stre

a
m

 o
f lpp

0
14

8. U
nd

e
rlin

ed
 seq

u
en

ce
 is 

co
m

p
le

m
e

ntary to
 th

e
3' en

d
 o

f the
 kan

-sa
cB

 casse
tte

G
G

G
T

T
T

G
C

T
C

G
G

G
T

C
G

G
T

G
G

C
A

TA
T

G
A

A
A

G
C

T
C

G
T

G
A

A
G

T
C

C
G

TA
T

C
G

G
C

T
T

TA
T

T
G

A
T

G
A

C
T

TA
A

G
C

G
G

T
T

C
G

T
G

G
G

C
C

C
A

C
G

A
A

C
C

G
C

T
TA

A
G

T
C

A
T

C
A

A
TA

A
A

G
C

R
eve

rse prim
er to am

p
lify a 2

kb frag
m

e
n

t u
pstre

am
 o

f lp
p

27
7

3. U
n

d
erline

d se
q

ue
nce

 is 
co

m
p

le
m

e
ntary to

 th
e

 5
' e

n
d o

f th
e ka

n-sacB
 ca

ssette
G

G
C

C
C

A
A

T
T

C
G

C
C

C
TA

TA
G

T
G

A
G

T
C

G
G

C
C

A
T

C
C

T
G

G
C

G
A

A
A

C
A

T
T

TA
G

F
o

rw
a

rd p
rim

e
r to

 a
m

p
lify a

 2
kb frag

m
e

nt d
ow

n
stre

a
m

 o
f lpp

2
77

3. U
nd

e
rlin

ed
 seq

u
en

ce
 is 

co
m

p
le

m
e

ntary to
 th

e
3' en

d
 o

f the
 kan

-sa
cB

 casse
tte

G
G

G
T

T
T

G
C

T
C

G
G

G
T

C
G

G
T

G
G

C
A

TA
T

G
T

T
T

T
G

T
T

T
G

G
T

G
A

A
A

C
C

C
C

TA
A

T
G

C
G

C
A

A
G

C
G

G
TA

T
TA

A
G

C
A

A
A

C
T

G
T

T
T

T
G

 
C

A
A

A
A

C
A

G
T

T
T

G
C

T
TA

A
TA

C
C

G
C

T
T

G
C

G

F
o

rw
a

rd p
rim

e
r fo

r seq
u

en
cin

g
 o

f m
re

B
 (lpp

08
7

3)

R
eve

rse prim
er for seq

u
en

cing
 o

f m
re

B
 (lpp

08
7

3)
F

o
rw

a
rd p

rim
e

r to
 se

qu
en

ce m
reB

 (lpp
0

87
3

)
F

o
rw

a
rd p

rim
e

r to
 se

qu
en

ce m
reB

 (lpp
0

87
3

)
F

o
rw

a
rd p

rim
e

r to
 a

m
p

lify a
 2

kb frag
m

e
nt u

pstrea
m

 of m
re

B
 (lp

p
08

7
3)

R
eve

rse prim
er to am

p
lify a 2

kb frag
m

e
n

t u
pstre

am
 o

f m
re

B
 (lp

p
08

7
3). T

h
e

 u
nd

erline
d

 
se

q
ue

n
ce

 is com
p

le
m

e
n

tary to
 5

' e
n

d of th
e

 ge
n

ta
m

icin
 resistan

ce g
e

ne
T

T
C

C
A

C
G

G
T

G
T

G
C

G
T

C
C

A
T

G
G

G
C

A
A

T
T

G
C

C
G

C
A

TA
A

G
A

A
T

T
T

TA
TA

C
A

C
C

F
o

rw
a

rd p
rim

e
r to

 a
m

p
lify a

 2
.3

kb
 ca

ssette co
n

ta
ining

 th
e

 g
en

ta
m

icin
 re

sista
nce ge

n
e an

d th
e 

la
cIq ge

ne

lacIq
-R

1
R

eve
rse prim

er to am
p

lify a ca
ssette

 co
n

ta
ining

 the
 g

e
nta

m
icin

 resista
nce

 ge
n

e an
d

 la
cIq g

e
ne

. 
T

h
e un

d
erlin

e
d se

qu
e

nce
 is co

m
p

le
m

e
nta

ry to
 th

e
 IP

T
G

-in
d

ucib
le pro

m
o

te
r

A
T

TA
TA

A
T

T
G

T
TA

T
C

C
G

C
T

C
A

C
A

A
TA

A
G

C
A

A
A

G
A

A
C

C
G

T
TA

T
G

A
T

G
T

C
G

G
C

G
C

08
7

3-p
ta

c-P
3

F
o

rw
a

rd p
rim

e
r to

 a
m

p
lify a

 2
kb frag

m
e

nt sta
rting

 a
t th

e m
reB

 (lpp
08

7
3). T

he
 p

rim
e

r ca
rries th

e
 

IP
T

G
-in

d
ucib

le pro
m

o
te

r. T
he

 u
n

de
rlin

ed
 seq

u
en

ce
s a

re
 la

cO
 sites a

nd
 -3

5
 an

d
 -10

 b
o

x a
re

 in
 

b
old

.

T
T

G
C

T
T

A
T

T
G

T
G

A
G

C
G

G
A

TA
A

C
A

A
T

T
A

T
A

A
T

T
G

T
G

A
G

C
G

G
A

TA
A

C
A

A
T

T
C

T
G

T
C

G
A

T
T

T
T

TA
T

C
C

A
A

A
TA

TA
G

G

R
eve

rse prim
er to am

p
lify a 2

kb frag
m

e
n

t d
ow

n
stre

a
m

 o
f m

re
B

 (lpp
08

7
3)

5
' a

nd
 3

' b
io

tin
ylated

 p
rob

e
 fo

r th
e

 de
te

ctio
n of th

e
 co

m
E
A

 m
R

N
A

6
' a

nd
 3

' b
io

tin
ylated

 p
rob

e
 fo

r th
e

 de
te

ctio
n of th

e
 m

re
B

 m
R

N
A


