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S4 Fig. Heatmap and dendrogram of RMA expression values. (A) The heatmap of
RMA values showed comparable level of expression of all the genes across all the 24 arrays.
The tree diagram on the upper panel of the heatmap showed the distances between the
samples. The colour of the heatmap indicated the between-array distances. A colour bar with
scales for the heatmap is included, indicating that red corresponds to maximum distance and
green to minimum distance. (B) The dendrogram plot indicates the Euclidean distance and
complete linkage with all individual samples. (C) The dendrogram plot indicates the
Euclidean distance and complete linkage with average of the four groups.



