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S7 Table. List of Genes Modulated in hMSCs by GDF5 Treatment and Genes Modulated in Tenocytes (Total: 873 genes)

Day 4 GDF5- Day 10 GDF5- Tenocytes Day 10 vs Day 4 GDF5- Tenocytesvs Day4 Tenocytes vs Day 10
induction induction (G4 vs G1) induction GDF5-Induction GDF5-Induction

Gene Symbol (G2 vs G1) (G3 vs G1) (G3 vs G2) (G4 vs G2) (G4 vs G3)

IR p-value IR p-value IR p-value IR p-value IR p-value IR p-value

(corr) (corr) (corr) (corr) (corr) (corr)

ABCAS8 -0.28 8.16E-01 -0.56 2.92E-01 -2.02 2.28E-04 -0.28 7.53E-01 -1.74 8.87E-04 -1.46 2.94E-03
ABCC9 -0.75 4.16E-01 -1.24 1.95E-02 -1.10 6.60E-02 -0.50 5.77E-01 -0.35 6.88E-01 0.15 8.88E-01
ACAN -1.46 1.03E-02 -2.22 1.32E-05 -1.37 4.24E-03 -0.76 1.65E-01 0.09 9.24E-01 0.85 6.15E-02
ACAT2 1.37 2.41E-02 1.16 1.16E-02 0.82 1.19E-01 -0.21 8.23E-01 -0.55 3.58E-01 -0.33 6.28E-01
ACSS3 -0.08 9.58E-01 -0.65 1.18E-01 -1.87 8.53E-05 -0.58 2.88E-01 -1.79 1.11E-04 -1.22 3.43E-03
ACTA2 0.23 7.63E-01 0.00 9.98E-01 -2.07 9.38E-07 -0.23 6.96E-01 -2.30 1.64E-07 -2.07 5.28E-07
ACTA2 0.40 6.14E-01 -0.12 8.63E-01 -1.01 1.90E-02 -0.52 3.43E-01 -1.41 1.18E-03 -0.89 2.80E-02
ACTC1 -0.69 7.10E-01 -0.81 4.32E-01 1.41 1.48E-01 -0.12 9.60E-01 2.10 2.04E-02 2.22 9.97E-03
ACVR2A 0.95 2.51E-01 1.15 3.03E-02 -2.16 4.06E-04 0.20 8.65E-01 -3.11 3.65E-06 -3.31 1.07E-06
ADAM23 0.36 8.14E-01 0.69 3.18E-01 2.33 6.20E-04 0.33 7.82E-01 1.98 2.56E-03 1.65 7.72E-03
ADAMTS12 0.51 6.57E-01 1.51 5.95E-03 -0.17 8.80E-01 1.00 1.45E-01 -0.68 3.32E-01 -1.68 3.33E-03
ADAMTS2 -0.02 9.89E-01 0.22 6.73E-01 -0.93 1.98E-02 0.25 7.13E-01 -091 2.12E-02 -1.15 2.40E-03
ADAMTS9 0.67 8.75E-03 0.99 1.40E-05 -0.48 2.38E-02 0.32 1.98E-01 -1.15 3.27E-06 -1.48 5.75E-08
ADAMTSL1 -0.28 6.63E-01 -0.75 1.24E-02 0.61 7.02E-02 -0.48 2.26E-01 0.89 6.89E-03 1.37 6.15E-05
ADAMTSL1 -0.19 8.51E-01 -1.02 5.53E-03 0.74 7.38E-02 -0.83 5.91E-02 0.93 2.00E-02 1.75 3.21E-05
ADAMTSL3 -0.01 9.93E-01 0.03 9.42E-01 1.88 4.09E-08 0.04 9.45E-01 1.89 3.05E-08 1.84 3.67E-08
AGPAT9 0.08 9.24E-01 -0.03 9.55E-01 1.02 7.16E-04 -0.11 8.43E-01 0.94 1.44E-03 1.05 2.83E-04
AHNAK2 0.12 9.67E-01 -0.31 8.08E-01 1.89 2.65E-02 -0.43 7.79E-01 1.77 3.53E-02 2.21 6.03E-03
AHR 0.33 3.21E-01 0.24 3.12E-01 -0.70 2.38E-03 -0.09 8.39E-01 -1.03 2.78E-05 -0.94 5.57E-05
AlM1 0.25 7.80E-01 1.03 5.65E-03 2.23 3.72E-06 0.78 8.41E-02 1.98 1.31E-05 1.20 2.14E-03
AKS5 -0.41 7.95E-01 -0.75 3.09E-01 0.83 3.11E-01 -0.34 7.94E-01 1.24 8.25E-02 1.58 1.69E-02
AKAP6 -0.50 5.68E-01 -0.61 2.08E-01 0.97 5.14E-02 -0.11 9.19E-01 1.47 2.69E-03 1.58 8.78E-04
ALDH18A1 0.18 7.48E-01 0.65 6.91E-03 -0.37 1.97E-01 0.47 1.12E-01 -0.55 3.54E-02 -1.02 1.34E-04
ALDH1B1 0.38 6.29E-01 0.23 6.74E-01 -0.79 6.34E-02 -0.14 8.68E-01 -1.17 4.85E-03 -1.02 9.23E-03
ALDOC -0.52 1.89E-01 -1.04 2.24E-04 -0.80 6.40E-03 -0.52 1.05E-01 -0.28 4.46E-01 0.25 4.81E-01
ALPK2 0.10 9.56E-01 0.26 7.06E-01 -1.19 1.85E-02 0.16 8.77E-01 -1.29 1.02E-02 -1.45 2.54E-03

AMIGO2 -1.13 1.16E-01 -0.32 6.52E-01 -1.50 6.40E-03 0.81 2.12E-01 -0.37 6.36E-01 -1.18 2.20E-02
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ANGPTL1
ANGPTL2
ANGPTLS5
ANGPTL7
ANK3
ANKFN1
ANKRD1
ANKRD37
ANKRD5
ANLN
ANXA3
AOX1
AP1S2
AP3M?2
APOBEC3B
APOL1
ARHGAP11A
ARHGAP11B
ARHGAP28
ARHGAP29
ARL15
ARLAC
ARMC4
ARRDC3
ARRDC4
AS3MT
ASPM
ATAD2
ATADS
ATP13A3
ATP1B1
AURKA
B3GALT2
BAGALTS

0.94
0.08
-0.03
0.06
0.42
-0.03
-1.02
-0.79
0.07
-1.61
0.04
-0.42
-0.30
-0.29
-0.57
-0.14
-0.68
-0.72
1.36
1.10
0.24
-0.07
-0.15
0.06
0.44
-0.41
-1.19
-0.27
-0.24
-0.42
-0.01
-1.13
0.16
0.13

2.96E-01
9.76E-01
9.94E-01
9.90E-01
6.51E-01
9.88E-01
6.25E-01
2.18E-01
9.62E-01
2.29E-01
9.78E-01
7.90E-01
6.10E-01
6.78E-01
3.33E-01
9.24E-01
5.28E-01
2.76E-01
1.42E-01
1.30E-02
7.34E-01
9.74E-01
9.22E-01
9.59E-01
3.04E-01
4.16E-01
3.42E-01
8.28E-01
8.69E-01
3.10E-01
9.98E-01
4.19E-01
9.24E-01
9.09E-01

2.39
-0.35
-0.23
-0.09
0.46
-0.34
0.03
-0.70
-0.30
-2.68
0.13
-0.97
-0.46
-0.40
-1.11
1.37
-1.69
-1.04
1.22
1.03
0.58
0.58
-0.04
-0.48
0.40
-1.07
-2.37
-0.66
-0.35
-0.30
0.41
-1.82
-0.88
0.12

9.68E-05
7.14E-01
8.51E-01
9.60E-01
3.99E-01
5.49E-01
9.90E-01
1.10E-01
5.77E-01
2.37E-03
8.50E-01
1.62E-01
1.37E-01
2.69E-01
2.36E-03
2.43E-03
3.27E-03
1.19E-02
5.77E-02
2.66E-03
7.01E-02
3.71E-01
9.65E-01
1.67E-01
1.62E-01
4.05E-04
2.26E-03
1.93E-01
6.19E-01
3.06E-01
5.23E-01
2.47E-02
9.83E-02
8.38E-01

0.22
1.45
2.85
2.45
-3.59
-1.04
-3.41
-1.27
-0.94
0.17
1.26
0.73
1.24
-1.05
-0.43
-2.03
0.82
0.32
-0.43
1.94
-0.55
-1.15
1.36
0.82
-1.27
-0.48
0.77
0.36
0.96
-1.17
-0.60
0.09
-1.40
1.15

8.46E-01
3.98E-02
3.26E-04
1.74E-02
4.09E-08
2.61E-02
2.81E-03
5.98E-03
3.36E-02
9.35E-01
4.30E-03
4.05E-01
2.55E-04
3.76E-03
3.60E-01
1.18E-04
2.42E-01
6.13E-01
6.72E-01
6.10E-06
1.31E-01
5.78E-02
5.80E-03
2.10E-02
7.96E-05
1.53E-01
4.74E-01
6.20E-01
9.49E-02
1.29E-04
3.42E-01
9.64E-01
1.24E-02
2.28E-03

1.45
-0.43
-0.20
-0.15
0.04
-0.31
1.05
0.09
-0.37
-1.07
0.09
-0.55
-0.16
-0.12
-0.54
1.51
-1.01
-0.32
-0.14
-0.07
0.34
0.64
0.11
-0.54
-0.04
-0.67
-1.18
-0.39
-0.11
0.12
0.41
-0.69
-1.04
-0.01

2.61E-02
7.18E-01
9.04E-01
9.56E-01
9.80E-01
6.88E-01
5.19E-01
9.34E-01
5.82E-01
4.01E-01
9.32E-01
6.18E-01
7.83E-01
8.78E-01
2.58E-01
3.73E-03
1.59E-01
6.60E-01
9.32E-01
9.36E-01
4.93E-01
4.22E-01
9.26E-01
1.94E-01
9.60E-01
5.07E-02
2.42E-01
6.20E-01
9.34E-01
8.31E-01
6.16E-01
6.13E-01
9.22E-02
9.94E-01

-0.72
1.37
2.88
2.40
-4.01
-1.02
-2.39
-0.48
-1.01
1.78
1.22
1.15
1.54
-0.76
0.13
-1.89
1.50
1.04
-1.80
0.85
-0.79
-1.08
1.51
0.76
-1.72
-0.08
1.96
0.63
1.20
-0.75
-0.60
1.22
-1.56
1.03

3.10E-01
4.90E-02
2.29E-04
1.86E-02
4.57E-09
2.79E-02
3.12E-02
3.80E-01
2.06E-02
6.39E-02
4.89E-03
1.18E-01
1.35E-05
3.16E-02
8.46E-01
2.12E-04
1.53E-02
2.06E-02
9.33E-03
2.10E-02
2.00E-02
7.30E-02
2.12E-03
3.07E-02
1.30E-06
8.95E-01
1.83E-02
2.79E-01
2.91E-02
7.63E-03
3.40E-01
2.05E-01
4.85E-03
5.11E-03

-2.17
1.80
3.08
2.54
-4.05
-0.71
-3.44
-0.57
-0.64
2.84
1.13
1.70
1.70
-0.64
0.67
-3.40
2.51
1.36
-1.66
0.92
-1.13
-1.72
1.40
1.30
-1.68
0.59
3.14
1.02
1.31
-0.87
-1.01
191
-0.52
1.03

3.61E-04
6.40E-03
6.63E-05
8.58E-03
3.80E-09
1.26E-01
1.37E-03
2.37E-01
1.48E-01
1.81E-03
6.18E-03
1.10E-02
2.89E-06
5.81E-02
7.51E-02
5.75E-08
8.76E-05
1.74E-03
1.11E-02
8.74E-03
7.57E-04
2.40E-03
2.63E-03
2.43E-04
1.18E-06
5.07E-02
1.93E-04
3.52E-02
1.21E-02
1.45E-03
4.63E-02
2.20E-02
4.26E-01
3.25E-03
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BARD1
BAZ1A
BDKRB1
BDKRB2
BDNF
BEND6
BEX1
BHMT2
BIRC3
BIRCS5
BNC1
BPGM
BRCA2
BST2
BTN3A3
BUB1B
C10orfl116
Cllorf87
C130rf33
Cl4orf106
Cl4orf145
Cl60rf87
C18o0rf54
Clorf21
Clorf54
C1QTNF3
C21orf7
C3
Cdorf31
C5
C5o0rf13
C50rf30
C50rf36
C5orf36

-0.28
-0.12
-0.85
0.07
-0.60
0.83
0.31
0.57
0.44
-1.28
-0.05
0.26
-0.36
0.02
0.30
-1.37
-0.15
0.45
0.79
-0.34
-0.18
0.32
0.32
-0.02
-0.14
0.93
0.52
0.98
0.54
0.20
0.36
0.11
0.66
0.62

7.09E-01
8.20E-01
4.91E-01
9.71E-01
1.39E-01
1.42E-01
9.24E-01
5.42E-01
5.70E-01
3.75E-01
9.68E-01
5.75E-01
8.18E-01
9.93E-01
7.02E-01
3.39E-01
7.74E-01
5.47E-01
1.33E-01
4.84E-01
9.03E-01
7.02E-01
7.51E-01
9.88E-01
9.00E-01
2.39E-01
5.59E-01
5.49E-01
7.83E-01
8.15E-01
6.93E-01
9.38E-01
9.56E-02
1.51E-01

-0.95
-0.02
-1.75
-0.63
-0.99
0.66
0.44
0.90
0.13
-2.09
0.48
0.63
0.20
1.00
0.74
-1.99
-0.37
0.37
0.46
-0.29
-0.47
0.76
-0.16
-0.78
-1.28
2.58
0.33
0.78
0.01
-0.65
0.35
0.02
0.93
1.01

5.05E-03
9.62E-01
9.28E-03
2.65E-01
5.67E-04
1.02E-01
7.72E-01
6.80E-02
8.54E-01
1.45E-02
1.72E-01
7.62E-03
8.54E-01
2.60E-03
3.73E-02
2.28E-02
1.11E-01
4.46E-01
2.56E-01
3.50E-01
4.04E-01
4.94E-02
8.26E-01
1.27E-02
4.53E-04
1.66E-05
6.06E-01
4.65E-01
9.98E-01
5.81E-02
5.27E-01
9.81E-01
1.08E-03
8.69E-04

0.66
0.97
1.29
0.51
-1.03
1.36
-2.47
-1.36
1.24
0.05
1.20
-0.61
1.08
-0.20
-0.30
0.40
0.74
-0.98
1.22
0.87
0.75
-0.44
0.87
0.55
-2.33
0.37
-1.31
2.20
-2.66
0.82
-0.73
1.24
-0.11
-0.10

8.54E-02
1.12E-04
9.07E-02
4.71E-01
1.02E-03
1.75E-03
1.74E-02
1.07E-02
4.47E-03
9.81E-01
1.27E-03
1.82E-02
1.26E-01
7.27E-01
5.64E-01
8.05E-01
2.80E-03
2.34E-02
2.51E-03
3.13E-03
1.73E-01
3.91E-01
7.15E-02
1.23E-01
6.61E-07
6.50E-01
9.01E-03
1.83E-02
3.17E-03
2.80E-02
1.36E-01
4.41E-03
8.48E-01
8.72E-01

-0.67
0.10
-0.90
-0.70
-0.39
-0.17
0.13
0.34
-0.31
-0.82
0.53
0.37
0.56
0.99
0.44
-0.62
-0.21
-0.08
-0.34
0.05
-0.29
0.44
-0.48
-0.76
-1.14
1.64
-0.19
-0.20
-0.54
-0.86
-0.01
-0.09
0.28
0.39

1.06E-01
8.12E-01
3.43E-01
3.16E-01
3.01E-01
8.36E-01
9.60E-01
7.05E-01
6.57E-01
5.65E-01
2.12E-01
2.34E-01
5.82E-01
9.42E-03
3.86E-01
6.96E-01
5.54E-01
9.33E-01
5.80E-01
9.47E-01
7.45E-01
4.42E-01
4.68E-01
3.90E-02
5.58E-03
6.03E-03
8.46E-01
9.26E-01
7.18E-01
3.00E-02
9.91E-01
9.32E-01
5.42E-01
3.51E-01

0.94
1.09
2.14
0.44
-0.43
0.53
-2.78
-1.92
0.80
1.33
1.25
-0.87
1.45
-0.21
-0.60
1.77
0.89
-1.43
0.43
1.21
0.93
-0.76
0.55
0.58
-2.19
-0.56
-1.83
1.22
-3.20
0.62
-1.09
1.14
-0.76
-0.72

1.10E-02
1.81E-05
3.58E-03
5.52E-01
1.86E-01
2.62E-01
6.87E-03
4.25E-04
6.41E-02
1.89E-01
6.75E-04
9.21E-04
3.02E-02
6.95E-01
1.40E-01
6.70E-02
3.54E-04
1.03E-03
3.57E-01
8.71E-05
7.04E-02
7.30E-02
3.12E-01
1.03E-01
1.52E-06
4.09E-01
3.85E-04
2.33E-01
4.25E-04
1.07E-01
1.71E-02
7.91E-03
1.15E-02
2.43E-02

1.60
0.99
3.04
1.15
-0.04
0.70
-2.91
-2.26
1.11
2.15
0.72
-1.24
0.88
-1.20
-1.04
2.39
1.11
-1.35
0.77
1.16
1.22
-1.20
1.03
1.33
-1.05
-2.21
-1.64
1.43
-2.66
1.47
-1.08
1.22
-1.04
-1.10

3.47E-05
4.08E-05
6.46E-05
2.87E-02
9.50E-01
8.63E-02
3.16E-03
4.19E-05
6.36E-03
1.53E-02
3.52E-02
1.01E-05
2.05E-01
6.78E-04
4.50E-03
8.10E-03
1.76E-05
1.15E-03
4.11E-02
8.89E-05
1.09E-02
2.64E-03
2.04E-02
1.29E-04
3.78E-03
1.07E-04
7.89E-04
1.21E-01
1.67E-03
1.01E-04
1.32E-02
2.89E-03
5.30E-04
4.92E-04
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C6orf138
C70rf58
C70rf69
C8orf84
C9orf21
CAB39L
CACHD1
CACNB2
CACNB4
CADM1
CALCRL
CAMK2N1
CAPG
CASC5
CBLB
CCBE1
CCcDC18
CCDC81
CCL11
CCL2
CCL26
CCNA2
CCND2
CD109
CD200
CD248
CD36
CD55
CDh68
CD9
CDC42EP3
CDC45
CDC6
CDCA2

1.05
-0.13
-1.32
0.00
0.03
0.81
-0.25
0.19
0.44
0.14
0.56
0.57
-0.35
-1.40
-0.65
-0.63
-0.27
0.80
0.22
1.35
-0.09
-1.21
0.45
0.18
0.40
0.38
0.63
-0.01
-0.48
0.19
-0.08
-0.46
0.24
-0.49

1.46E-01
9.68E-01
3.08E-02
9.99E-01
9.78E-01
2.29E-01
8.02E-01
8.67E-01
7.29E-01
9.26E-01
5.43E-01
5.53E-01
7.30E-01
3.04E-01
3.13E-02
4.65E-01
6.29E-01
1.73E-01
9.15E-01
4.35E-03
9.60E-01
3.36E-01
8.30E-01
8.23E-01
6.76E-01
2.51E-01
7.72E-01
9.98E-01
4.82E-01
8.89E-01
9.54E-01
7.03E-01
8.69E-01
7.04E-01

0.56
-0.32
-1.26
-0.17
0.50
1.06
-0.07
-0.05
1.32
1.03
0.53
0.46
-0.64
-2.24
-1.00
-0.85
-0.22
0.81
2.00
2.07
2.89
-1.76
0.82
0.05
0.27
0.49
0.74
0.02
-1.29
0.35
-0.33
-0.55
1.03
-1.02

3.24E-01
8.40E-01
5.29E-03
8.81E-01
5.73E-02
1.43E-02
9.30E-01
9.51E-01
1.73E-02
1.86E-02
3.45E-01
4.70E-01
1.84E-01
8.75E-03
6.63E-05
9.06E-02
5.55E-01
4.27E-02
1.65E-03
3.34E-06
2.22E-06
2.29E-02
3.93E-01
9.31E-01
6.84E-01
2.22E-02
5.26E-01
9.89E-01
9.02E-04
5.50E-01
4.55E-01
4.07E-01
4.35E-02
9.15E-02

-1.25
1.58
-1.57
-1.52
1.09
0.49
1.07
1.25
1.13
-0.11
-1.20
1.42
1.20
0.45
-0.46
0.73
1.30
-0.44
0.07
1.82
-0.14
0.05
-1.32
1.09
-0.70
-1.54
-2.54
1.40
0.04
1.01
-1.44
0.79
0.35
0.86

2.08E-02
1.36E-01
2.02E-03
2.34E-02
2.75E-04
4.04E-01
1.53E-02
3.24E-03
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2.09E-02
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3.81E-02
1.24E-03
3.92E-05
1.62E-02
6.88E-02
1.86E-04
4.59E-01
2.07E-05
5.74E-03
9.60E-01
3.27E-02
1.14E-03
4.89E-02
4.25E-06
9.61E-03
5.35E-01
3.73E-01
3.63E-03
8.84E-04
2.17E-03
1.21E-02

-1.15
0.23
1.08
1.22
1.32
-1.58
1.01
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1.42
-1.29
2.11
1.06
-0.78
-0.39
1.38
1.76
-1.37
0.83
1.08
-0.20
-1.19
1.20
0.55
1.97
1.64
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-1.30
1.10
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0.45
1.16
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1.22
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8.15E-02
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8.46E-06
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5.96E-05
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5.06E-02
5.43E-01
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3.35E-05
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8.29E-04
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GNPDA1
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GPR155
GPRC5A
GPX7
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GRIK2
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GSTP1
GUCY1B3
GXYLT2
GYPC
HELLS
HERC6
HEY2
HGF

HHIP
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HISTIH1E
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1.27E-01
4.99E-01
8.83E-01
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8.46E-01
5.70E-01
4.30E-01
9.04E-02
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-0.63
-1.87
-1.16
-0.51
-1.14
-0.39
-0.39
-0.65
-1.60
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9.69E-01
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4.27E-02
2.51E-01
3.10E-05
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7.56E-03
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-0.42
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-1.52
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-0.38
-1.59
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0.31
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4.41E-04
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4.06E-04
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1.92E-01
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3.89E-02
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2.67E-02
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9.22E-04
9.22E-04
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4.20E-01
6.51E-01

-0.28
0.14
0.03
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-1.56
0.27
0.89
-0.15
0.53
0.36
-0.24
-0.01
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0.11
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0.24
-0.37
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-0.37
-0.34
-0.28
-0.24
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9.45E-01
3.81E-04
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9.89E-01
7.88E-01
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2.20
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-0.89
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1.57
-0.67
-1.53
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-0.90
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1.63
1.05
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8.66E-03
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1.17E-02
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5.37E-04
2.96E-02
4.91E-02
3.22E-06
9.05E-03
3.14E-03
5.58E-04
9.18E-02
1.20E-02
9.65E-01
1.03E-01
3.87E-03
1.10E-02
1.96E-01
1.79E-03
9.76E-03
5.32E-02
4.48E-02
4.81E-03
1.14E-01
5.34E-02
6.06E-02
1.86E-04
1.86E-04
3.54E-01
2.28E-02
1.43E-01

0.90
2.06
1.11
-1.30
2.38
-1.16
-0.82
1.72
-1.20
-1.90
-1.38
-0.88
-2.72
-1.63
1.33
1.57
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-1.15
-1.81
1.66
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1.29
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3.47E-05
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HMGCS1
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HMOX1
HNMT
HSD17B6
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IFI27
IFI30
IFl44
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IFI6
IFIH1
IFIT1
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1GJ
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IL8

INA
INSIG2
ITGA10
ITGA2
ITGA4
ITGA6
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-1.54
-1.73
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0.43
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0.57
-2.08
1.14
-0.78
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1.97E-04
2.00E-04
3.63E-01
1.69E-01
1.32E-01
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6.82E-01
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3.87E-02
3.09E-02
8.28E-02
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2.62E-02
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8.25E-02
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9.65E-05
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-0.46
-0.22
0.38
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0.19
0.07
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-0.41
2.13
2.29
1.72
1.54
2.62
1.74
2.14
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-0.45
-0.03
-0.32
0.78
-0.66
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0.04
0.42
-0.22
0.39
-0.03
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8.26E-01
6.40E-01
6.10E-01
2.57E-01
8.54E-01
4.65E-01
2.21E-02
9.37E-01
1.08E-01
7.42E-01
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9.96E-01
5.58E-03
6.94E-01
5.79E-04
9.53E-03
3.08E-05
2.19E-02
2.00E-02
5.20E-02
2.92E-03
8.99E-04
6.14E-01
9.87E-01
7.51E-01
7.94E-02
6.58E-01
7.97E-01
9.71E-01
1.61E-01
7.99E-01
5.92E-01
9.78E-01
4.06E-01

-1.04
2.00
2.30
-1.37
-3.43
-0.25
-1.75
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1.45
1.64
-0.52
-1.00
-0.64
-1.09
0.32
0.34
-0.73
-0.12
0.32
0.31
-0.43
0.38
1.30
1.29
1.22
-0.05
0.00
1.09
-1.62
-1.62
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1.71
-2.58
1.10

1.56E-01
2.64E-02
2.73E-04
1.24E-04
1.30E-06
6.40E-01
4.85E-02
5.96E-02
2.20E-06
1.22E-05
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5.56E-03
3.06E-01
8.95E-02
6.82E-01
8.11E-01
3.24E-02
9.22E-01
8.67E-01
8.25E-01
6.51E-01
1.30E-01
2.41E-02
2.08E-02
3.40E-02
9.56E-01
9.99E-01
3.47E-02
3.54E-04
4.41E-07
3.48E-02
4.76E-04
1.87E-07
3.63E-03

-1.33
2.67
2.78
-0.90
-3.21
-0.63
-3.89
1.07
1.92
1.45
-0.59
-0.99
-2.26
-0.68
-1.80
-1.96
-2.44
-1.67
-2.30
-1.43
-2.56
1.29
1.76
1.32
1.54
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1.32
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1.84E-05
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3.92E-03
5.79E-05
3.32E-01
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1.30E-02
3.89E-08
5.55E-03
2.16E-02
7.31E-02
1.23E-04
2.89E-06
1.69E-03
1.27E-02
5.07E-03
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5.87E-01
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6.68E-03
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9.24E-05
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ITGA8
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-0.17
0.15
-0.35
-1.56
-1.42
-1.14
0.31
-1.85
-1.55
-0.93
-1.02
-1.01
1.13
0.16
0.45
-0.71
0.76
0.37
-0.28
1.31
0.10
-0.38
-0.62
-0.15
1.02
-0.11
-0.54
0.19
0.19
1.15
1.11
-0.04
1.94
-0.51

7.51E-01
7.05E-01
3.14E-01
9.18E-03
1.14E-03
2.61E-01
2.60E-01
1.44E-03
3.44E-03
2.77E-02
2.50E-01
8.27E-03
6.89E-02
8.14E-01
2.97E-01
1.42E-01
4.71E-02
4.26E-01
6.86E-01
1.83E-02
8.96E-01
5.79E-01
4.09E-02
8.23E-01
2.26E-02
7.10E-01
5.32E-03
7.90E-01
7.45E-01
1.28E-04
1.66E-05
9.83E-01
5.15E-04
2.86E-01

1.12
1.10
0.84
0.17
-1.08
-2.84
1.89
-0.05
-1.86
0.33
0.79
0.56
-0.25
1.77
-1.12
0.56
1.06
4.23
-0.59
0.84
1.04
0.79
0.43
1.58
0.62
1.00
-1.00
-1.04
-2.07
0.86
0.29
4.64
0.13
-1.28

3.59E-03
3.48E-04
1.08E-02
8.99E-01
2.10E-02
4.80E-03
9.40E-08
9.69E-01
1.71E-03
6.13E-01
4.81E-01
2.37E-01
8.34E-01
1.42E-04
7.32E-03
3.39E-01
1.04E-02
1.95E-10
3.24E-01
2.09E-01
2.45E-02
1.98E-01
2.45E-01
5.72E-04
2.62E-01
3.24E-05
2.34E-05
3.16E-02
1.51E-05
5.34E-03
3.09E-01
2.26E-05
9.14E-01
5.48E-03

-0.48
-0.30
-0.64
-0.58
-0.59
-0.31
0.19
-0.83
-0.79
-0.39
-0.35
-0.84
0.48
-0.52
0.01
-0.16
0.20
0.16
-0.71
0.83
-0.09
0.11
-0.27
0.11
0.10
-0.18
-0.30
0.13
0.20
0.64
0.53
0.05
1.88
0.03

3.17E-01
4.65E-01
7.86E-02
5.64E-01
3.16E-01
8.83E-01
6.57E-01
2.81E-01
2.67E-01
5.77E-01
8.39E-01
6.75E-02
6.54E-01
3.50E-01
9.94E-01
8.79E-01
7.87E-01
8.42E-01
2.52E-01
2.64E-01
9.36E-01
9.31E-01
5.93E-01
9.07E-01
9.32E-01
5.91E-01
2.27E-01
9.00E-01
7.95E-01
5.07E-02
3.80E-02
9.86E-01
3.17E-03
9.81E-01

0.81
0.65
0.55
1.15
-0.25
-2.00
1.78
0.97
-1.09
0.86
1.46
0.73
-0.90
1.09
-1.56
1.11
0.51
4.03
-1.02
0.36
0.85
1.29
0.78
1.85
-0.30
0.93
-0.77
-1.10
-2.06
0.34
-0.28
4.73
0.07
-0.75

3.01E-02
2.35E-02
1.04E-01
8.64E-02
7.23E-01
4.30E-02
1.87E-07
1.40E-01
5.98E-02
6.19E-02
1.05E-01
9.22E-02
2.16E-01
1.09E-02
2.83E-04
2.39E-02
2.77E-01
3.89E-10
4.43E-02
6.88E-01
6.68E-02
2.04E-02
1.68E-02
7.91E-05
6.79E-01
6.22E-05
3.89E-04
2.09E-02
1.02E-05
3.30E-01
3.07E-01
1.23E-05
9.54E-01
1.15E-01

1.29
0.95
1.19
1.73
0.34
-1.70
1.58
1.80
-0.31
1.25
1.81
1.57
-1.37
1.61
-1.57
1.27
0.30
3.86
-0.31
-0.47
0.94
1.17
1.06
1.73
-0.40
1.11
-0.47
-1.23
-2.26
-0.30
-0.82
4.68
-1.81
-0.78

5.19E-04
8.04E-04
2.83E-04
5.58E-03
5.81E-01
7.62E-02
8.22E-07
2.52E-03
7.16E-01
4.03E-03
2.78E-02
2.07E-04
2.79E-02
2.04E-04
1.70E-04
6.79E-03
5.74E-01
9.62E-10
6.59E-01
5.48E-01
3.07E-02
2.64E-02
9.95E-04
1.07E-04
5.16E-01
4.28E-06
1.89E-02
6.78E-03
2.30E-06
4.03E-01
5.63E-04
9.54E-06
1.37E-03
7.77E-02
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SAMD5
SAMD9
SAMDIL
SATB2
SBSN
SC4MOL
SC5DL
SCARA3
SCARNASL
SCG2
SCG5
SCRG1
SCUBE3
SDC2
SELENBP1
SEMA3A
SEPT6
SEPW1
SERPINB2
SERPINF1
SERTAD4
SESN3
SFRP2
SGCD
SGK1
SGOL1
SGOL2
SH2D4A
SH3BGRL2
SHOX
SHOX
SIDT2
SIRPA
SKA1

0.34
-0.06
0.47
0.13
-1.09
1.30
0.76
-0.15
-0.28
-0.36
0.07
0.63
-0.49
0.33
0.13
0.30
-0.08
0.65
-0.01
0.79
0.63
0.35
0.25
0.54
-0.11
-0.76
-0.26
-0.77
0.33
0.13
0.13
0.05
-0.26
-0.30

6.22E-01
9.68E-01
2.82E-01
9.32E-01
1.89E-01
1.28E-02
1.42E-01
8.83E-01
7.66E-01
2.48E-01
9.61E-01
7.79E-01
7.46E-01
2.80E-01
8.99E-01
9.38E-01
9.20E-01
1.11E-01
9.98E-01
5.39E-01
5.84E-01
6.45E-01
9.23E-01
2.43E-01
8.26E-01
5.42E-01
8.30E-01
1.57E-01
6.78E-01
8.72E-01
8.72E-01
9.61E-01
7.81E-01
7.28E-01

0.55
1.11
1.51
0.45
-1.22
1.19
1.03
-0.43
-0.33
0.55
-0.48
1.52
-0.17
0.61
-0.41
0.75
-0.11
0.23
1.32
1.28
0.83
0.05
2.15
0.75
-0.13
-0.87
-0.12
-0.56
-0.08
-0.06
-0.06
0.07
-0.29
-0.49

1.21E-01
5.48E-03
4.48E-06
3.82E-01
2.83E-02
3.10E-03
4.03E-03
2.58E-01
5.18E-01
5.11E-03
3.24E-01
1.18E-01
8.91E-01
1.68E-03
2.39E-01
6.43E-01
7.63E-01
5.27E-01
2.39E-01
6.18E-02
1.89E-01
9.47E-01
5.34E-03
1.18E-02
6.23E-01
2.30E-01
8.87E-01
1.59E-01
9.08E-01
9.10E-01
9.10E-01
8.97E-01
5.76E-01
2.35E-01

-0.50
0.22
0.51
-1.07
-0.03
0.36
0.30
2.00
0.83
-0.48
0.53
2.75
-1.95
-0.45
-0.93
-2.37
1.24
-0.88
-2.95
1.56
-1.46
-0.82
1.68
1.04
0.92
0.87
0.90
0.27
-0.93
1.23
1.23
-1.28
0.95
0.54

2.28E-01
7.59E-01
9.89E-02
2.53E-02
9.85E-01
5.41E-01
5.70E-01
4.85E-06
5.54E-02
2.86E-02
3.25E-01
6.89E-03
7.12E-03
3.24E-02
7.91E-03
6.11E-02
2.26E-05
5.24E-03
8.21E-03
3.58E-02
2.33E-02
4.72E-02
4.99E-02
2.00E-03
4.97E-05
2.93E-01
8.47E-02
6.41E-01
2.20E-02
1.42E-04
1.42E-04
1.18E-04
2.34E-02
2.34E-01

0.21
1.17
1.04
0.33
-0.13
-0.11
0.26
-0.28
-0.05
0.91
-0.55
0.89
0.33
0.28
-0.54
0.45
-0.03
-0.42
1.34
0.49
0.20
-0.30
1.90
0.21
-0.02
-0.10
0.14
0.21
-0.41
-0.19
-0.19
0.02
-0.03
-0.19

7.42E-01
1.15E-02
1.80E-03
6.70E-01
9.27E-01
9.13E-01
6.77E-01
6.37E-01
9.65E-01
3.21E-04
3.51E-01
5.62E-01
8.08E-01
2.70E-01
1.78E-01
8.59E-01
9.59E-01
2.78E-01
3.51E-01
6.88E-01
8.83E-01
6.33E-01
3.53E-02
7.02E-01
9.70E-01
9.57E-01
8.99E-01
7.72E-01
4.74E-01
7.12E-01
7.12E-01
9.87E-01
9.82E-01
7.95E-01

-0.84
0.27
0.04
-1.20
1.06
-0.94
-0.46
2.16
1.11
-0.12
0.46
2.12
-1.46
-0.78
-1.06
-2.67
1.32
-1.53
-2.94
0.77
-2.09
-1.17
1.43
0.50
1.03
1.63
1.16
1.04
-1.26
1.10
1.10
-1.33
1.20
0.84

2.26E-02
6.67E-01
9.42E-01
1.13E-02
8.63E-02
3.01E-02
2.98E-01
1.46E-06
9.01E-03
7.14E-01
4.14E-01
3.49E-02
4.29E-02
3.27E-04
2.36E-03
3.00E-02
7.02E-06
1.08E-05
7.69E-03
3.87E-01
1.24E-03
3.77E-03
1.00E-01
1.51E-01
8.62E-06
2.12E-02
2.09E-02
9.94E-03
1.98E-03
3.80E-04
3.80E-04
6.14E-05
3.60E-03
3.93E-02

-1.05
-0.89
-1.00
-1.52
1.19
-0.83
-0.73
2.44
1.16
-1.03
1.01
1.23
-1.78
-1.06
-0.52
-3.11
1.36
-1.11
-4.28
0.28
-2.29
-0.86
-0.47
0.29
1.05
1.73
1.02
0.83
-0.85
1.29
1.29
-1.34
1.23
1.03

2.98E-03
3.08E-02
6.63E-04
9.51E-04
3.75E-02
4.46E-02
4.93E-02
1.38E-07
4.21E-03
1.12E-05
1.94E-02
2.51E-01
8.62E-03
5.09E-06
1.36E-01
7.79E-03
3.65E-06
3.15E-04
1.42E-04
8.14E-01
3.16E-04
2.37E-02
7.04E-01
4.68E-01
4.65E-06
1.01E-02
3.31E-02
3.01E-02
2.56E-02
3.94E-05
3.94E-05
3.08E-05
1.99E-03
7.41E-03
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SKA3
SLC14A1
SLC16A9
SLC1A3
SLC22A3
SLC25A20
SLC2A1
SLC35F2
SLC38A1
SLC39A8
SLC41A2
SLC43A3
SLC44A2
SLC46A3
SLC7A2
SLCOA9
SLIT2

SLIT3

SMAD3
SMAD9
SMC2

SMC4
SMOC2
SNORA42
SNORASA
SNORA75
SNORD116-17
SNORD116-17
SNORD116-2
SNORD116-3
SNORD116-3
SNORD116-5
SNORD116-5
SNORD116-6

-0.59
-0.03
0.25
1.15
-0.93
-0.06
-0.55
-0.11
-0.25
-0.04
0.42
-1.09
0.22
0.11
-0.04
0.55
0.27
0.66
-0.19
-0.66
-0.48
-0.25
0.64
-0.09
-0.32
-0.56
0.27
0.27
0.64
0.53
0.53
0.62
0.62
0.28

6.98E-01
9.95E-01
6.96E-01
1.61E-01
2.43E-01
9.54E-01
3.38E-01
9.01E-01
8.89E-01
9.85E-01
2.34E-01
9.47E-02
7.04E-01
9.49E-01
9.86E-01
7.24E-01
8.74E-01
3.39E-01
7.24E-01
7.57E-02
4.83E-01
5.59E-01
8.24E-01
9.35E-01
7.62E-01
5.01E-01
6.47E-01
6.47E-01
1.55E-01
2.63E-01
2.63E-01
3.03E-01
3.03E-01
7.44E-01

-1.11
-3.03
-0.09
1.46
-0.55
0.31
-0.19
-0.16
-0.25
0.73
1.01
-1.77
0.36
0.39
0.02
0.01
1.25
1.14
-1.12
-0.65
-0.31
-0.22
1.45
-0.69
-0.37
-1.05
0.01
0.01
-0.12
0.13
0.13
0.16
0.16
-0.31

1.29E-01
4.19E-04
8.58E-01
8.99E-03
3.65E-01
3.65E-01
7.32E-01
6.97E-01
7.88E-01
9.94E-02
7.32E-05
2.74E-04
2.08E-01
5.18E-01
9.85E-01
9.96E-01
3.37E-02
6.87E-03
3.10E-05
1.28E-02
5.28E-01
4.15E-01
2.37E-01
2.96E-02
5.26E-01
2.06E-02
9.86E-01
9.86E-01
8.22E-01
7.96E-01
7.96E-01
8.04E-01
8.04E-01
5.21E-01

1.02
-1.38
1.23
0.74
-1.80
-0.73
-1.15
1.17
1.31
1.35
0.23
1.47
-1.17
-0.82
1.33
1.48
1.67
0.83
0.05
0.57
0.53
0.83
-1.49
-1.19
-1.15
-1.98
-0.81
-0.81
-0.46
-0.87
-0.87
-0.78
-0.78
-0.89

2.28E-01
1.50E-01
3.46E-04
3.01E-01
1.88E-03
2.40E-02
3.60E-03
2.73E-04
4.03E-02
4.30E-03
4.77E-01
3.84E-03
1.56E-04
1.19E-01
4.60E-02
5.27E-02
9.54E-03
8.29E-02
9.25E-01
5.36E-02
2.58E-01
1.09E-03
2.89E-01
8.76E-04
1.90E-02
1.95E-04
8.78E-03
8.78E-03
2.18E-01
7.97E-03
7.97E-03
6.52E-02
6.52E-02
2.85E-02

-0.52
-3.00
-0.35
0.31
0.38
0.38
0.37
-0.05
0.00
0.77
0.59
-0.68
0.14
0.28
0.07
-0.54
0.98
0.48
-0.93
0.00
0.17
0.03
0.81
-0.60
-0.05
-0.49
-0.25
-0.25
-0.76
-0.40
-0.40
-0.47
-0.47
-0.59

6.73E-01
2.34E-03
4.32E-01
7.81E-01
6.83E-01
3.66E-01
5.11E-01
9.48E-01
9.98E-01
1.52E-01
2.90E-02
2.69E-01
7.88E-01
7.51E-01
9.69E-01
6.54E-01
1.94E-01
4.52E-01
1.33E-03
9.97E-01
8.31E-01
9.61E-01
6.86E-01
1.22E-01
9.71E-01
4.94E-01
5.88E-01
5.88E-01
3.47E-02
3.41E-01
3.41E-01
3.99E-01
3.99E-01
2.22E-01

1.61
-1.35
0.97
-0.41
-0.87
-0.66
-0.59
1.28
1.56
1.39
-0.19
2.57
-1.39
-0.93
1.37
0.93
1.40
0.17
0.24
1.22
1.00
1.09
-2.13
-1.10
-0.83
-1.42
-1.08
-1.08
-1.11
-1.40
-1.40
-1.40
-1.40
-1.17

3.31E-02
1.53E-01
2.64E-03
6.37E-01
1.43E-01
3.81E-02
1.46E-01
7.63E-05
1.27E-02
2.90E-03
5.71E-01
6.90E-06
1.34E-05
6.70E-02
3.55E-02
2.70E-01
2.84E-02
8.35E-01
4.61E-01
7.41E-05
1.36E-02
4.70E-05
8.69E-02
1.55E-03
9.88E-02
3.98E-03
6.19E-04
6.19E-04
1.23E-03
6.89E-05
6.89E-05
8.83E-04
8.83E-04
3.61E-03

2.13
1.65
1.32
-0.72
-1.25
-1.04
-0.96
1.33
1.56
0.62
-0.78
3.25
-1.54
-1.21
131
1.48
0.42
-0.32
1.17
1.22
0.84
1.06
-2.94
-0.50
-0.78
-0.93
-0.82
-0.82
-0.35
-1.00
-1.00
-0.93
-0.93
-0.58

3.24E-03
5.37E-02
7.34E-05
2.75E-01
1.87E-02
8.48E-04
8.49E-03
2.98E-05
8.74E-03
1.96E-01
1.32E-03
1.45E-07
2.89E-06
1.07E-02
3.56E-02
3.84E-02
6.35E-01
6.13E-01
2.05E-05
4.71E-05
3.13E-02
3.94E-05
1.03E-02
1.48E-01
1.02E-01
4.74E-02
4.91E-03
4.91E-03
3.73E-01
1.46E-03
1.46E-03
1.66E-02
1.66E-02
1.52E-01
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SNORD116-8 0.38 5.32E-01 -0.03 9.69E-01 -1.13 1.54E-03 -0.40 3.81E-01 -1.51 5.89E-05 -1.11 9.91E-04

SNORD14C 0.00 9.98E-01 -0.12 8.75E-01 0.96 3.11E-02 -0.12 9.03E-01 0.96 2.94E-02 1.08 9.93E-03
SNORD33 0.37 5.28E-01 0.22 5.99E-01 -0.93 6.29E-03 -0.15 8.21E-01 -1.30 2.28E-04 -1.16 5.22E-04
SNORD49B -0.25 6.25E-01 -1.08 9.98E-05 0.12 8.09E-01 -0.82 5.78E-03 0.37 2.26E-01 1.20 3.94E-05
SNORDS82 -0.26 7.93E-01 -0.60 1.57E-01 0.72 1.15E-01 -0.35 6.07E-01 0.98 2.36E-02 1.33 1.58E-03
SOCS2 -0.29 4.59E-01 -0.89 1.49E-04 0.75 2.15E-03 -0.61 1.67E-02 1.04 5.94E-05 1.64 6.58E-08
SOD2 -0.24 8.85E-01 -0.41 5.88E-01 0.81 2.28E-01 -0.16 9.02E-01 1.06 8.81E-02 1.22 3.30E-02
SORBS2 -0.04 9.53E-01 -0.06 8.55E-01 -2.23 1.95E-10 -0.02 9.73E-01 -2.19 2.32E-10 -2.17 2.63E-10
SORT1 0.07 9.54E-01 -0.26 4.97E-01 -1.86 2.38E-06 -0.33 4.84E-01 -1.93 1.18E-06 -1.60 8.40E-06
SP110 -0.09 9.46E-01 1.07 2.76E-03 0.41 3.83E-01 1.16 5.45E-03 0.50 2.47E-01 -0.66 7.84E-02
SPAGS5 -0.62 6.17E-01 -0.85 1.98E-01 0.65 4.41E-01 -0.23 8.65E-01 1.27 5.91E-02 1.51 1.71E-02
SPATA18 0.68 2.24E-02 0.54 1.57E-02 -0.36 1.81E-01 -0.14 7.48E-01 -1.03 7.87E-05 -0.90 2.55E-04
SPC25 -0.36 7.94E-01 -0.56 4.12E-01 0.70 3.33E-01 -0.20 8.79E-01 1.06 8.95E-02 1.26 2.92E-02
SPICE1 0.09 9.06E-01 0.85 2.98E-04 -0.27 3.62E-01 0.76 3.43E-03 -0.35 1.74E-01 -1.11 1.71E-05
SPP1 -0.12 9.61E-01 0.89 2.13E-01 -0.77 3.76E-01 1.00 2.46E-01 -0.65 4.74E-01 -1.65 1.38E-02
SPTLC3 0.28 8.68E-01 -0.67 3.06E-01 0.81 2.52E-01 -0.95 1.99E-01 0.53 5.15E-01 1.48 1.19E-02
SQLE 1.10 1.02E-02 1.42 7.32E-05 0.55 1.49E-01 0.32 5.51E-01 -0.55 1.36E-01 -0.87 9.22E-03
SRGN -0.12 9.64E-01 -0.40 7.22E-01 -4.41 3.72E-06 -0.28 8.64E-01 -4.29 4.22E-06 -4.01 6.81E-06
SRPX2 0.42 5.22E-01 0.13 8.21E-01 -0.74 5.56E-02 -0.29 6.30E-01 -1.16 2.36E-03 -0.87 1.47E-02
ST8SIAL 0.91 3.44E-01 1.74 3.05E-03 0.49 5.71E-01 0.83 2.94E-01 -0.41 6.51E-01 -1.25 3.86E-02
ST8SIAL 1.11 1.33E-01 1.83 4.91E-04 0.91 1.14E-01 0.72 2.89E-01 -0.19 8.37E-01 -0.92 8.49E-02
STAMBPL1 -0.09 9.30E-01 -0.06 9.22E-01 1.68 1.86E-05 0.04 9.70E-01 1.77 6.02E-06 1.74 5.40E-06
STARD4 1.15 1.75E-01 1.67 3.58E-03 -0.36 7.04E-01 0.53 5.80E-01 -1.51 1.48E-02 -2.04 8.18E-04
STAT4 0.36 7.40E-01 0.29 6.67E-01 -1.37 8.17E-03 -0.07 9.60E-01 -1.72 9.42E-04 -1.66 8.78E-04
STC1 -1.49 1.17E-02 -1.45 1.58E-03 -1.07 3.12E-02 0.04 9.75E-01 0.42 5.09E-01 0.38 5.43E-01
STC2 -0.96 1.57E-01 -1.03 2.79E-02 -1.40 6.37E-03 -0.06 9.62E-01 -0.44 5.10E-01 -0.37 5.74E-01
STEAP1 -0.44 7.46E-01 0.17 8.72E-01 1.26 5.26E-02 0.61 5.13E-01 1.70 7.54E-03 1.09 7.68E-02
STEAP2 -0.17 9.27E-01 -0.32 6.89E-01 1.52 1.20E-02 -0.16 9.08E-01 1.68 4.81E-03 1.84 1.46E-03
STEAP4 -0.05 9.95E-01 -2.00 1.55E-01 2.54 8.73E-02 -1.95 2.71E-01 2.59 7.71E-02 4.54 1.12E-03
STIL -0.29 8.19E-01 -0.05 9.59E-01 0.81 1.64E-01 0.24 8.14E-01 1.10 4.14E-02 0.86 1.04E-01
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STYXL1 -0.21 7.13E-01 -0.69 6.63E-03 -1.02 5.20E-04 -0.48 1.26E-01 -0.81 3.63E-03 -0.33 2.82E-01

SVIL 0.37 8.05E-01 -0.32 7.21E-01 1.14 8.74E-02 -0.69 4.34E-01 0.77 2.97E-01 1.46 1.66E-02



Sik-Loo Tan et al. 2015 PLoS ONE

SYDE2
SYNE2
SYNPO2
SYT14
TACC3
TAGLN
TANC1
TBC1D8
TBC1D8B
TBL1X
TCP11L2
TES

TEX2

TFPI

TFRC
TGFB2
TGFB3
TGM2
THBS4
THRB
TIGD2
TIPARP
TIP2
TLCD1
TLR3
TMASF1
TMCO7
TMEM106A
TMEM117
TMEM154
TMEM195
TMEM30B
TMEMA45A
TMPO

0.31
-0.42
0.32
-1.13
-0.42
0.14
0.39
-0.06
0.00
-0.33
-0.49
0.29
0.23
-0.03
-1.45
0.50
0.71
-0.32
0.05
0.21
-0.63
1.11
-0.10
0.43
0.45
0.17
0.29
-0.05
0.45
0.09
0.09
0.28
-0.17
-0.04

5.97E-01
2.43E-01
5.37E-01
2.58E-01
7.53E-01
9.51E-01
6.91E-01
9.61E-01
9.98E-01
3.63E-01
6.81E-01
6.57E-01
4.57E-01
9.86E-01
1.22E-03
4.54E-01
2.04E-01
8.63E-01
9.89E-01
7.65E-01
2.02E-02
3.40E-03
8.95E-01
1.04E-01
5.94E-01
8.37E-01
7.35E-01
9.61E-01
2.39E-01
9.44E-01
8.98E-01
7.79E-01
7.02E-01
9.82E-01

0.26
0.12
0.07
-1.35
-0.79
-0.29
0.53
-0.30
0.50
-0.83
-1.62
0.50
1.11
-0.25
-0.76
-0.07
0.84
0.35
0.30
0.18
-0.73
1.09
0.25
1.13
1.00
-0.45
0.72
0.54
1.15
-0.23
0.02
0.39
0.01
-0.38

4.95E-01
7.33E-01
8.84E-01
3.65E-02
2.05E-01
7.77E-01
3.10E-01
5.03E-01
5.10E-02
2.98E-04
3.63E-03
1.39E-01
1.14E-06
6.89E-01
2.96E-02
9.24E-01
2.31E-02
7.14E-01
8.11E-01
6.91E-01
5.77E-04
4.00E-04
3.59E-01
1.56E-06
1.84E-02
1.99E-01
5.14E-02
9.58E-02
4.22E-05
6.45E-01
9.57E-01
4.43E-01
9.72E-01
4.78E-01

-1.19
1.01
-0.85
-0.49
0.58
-2.21
-0.55
0.76
-0.50
0.36
0.05
-0.66
-0.19
-1.95
-0.49
0.98
1.05
-1.87
4.04
1.80
-1.14
0.23
1.15
0.07
0.36
0.92
-0.94
-0.47
-0.03
1.33
1.97
1.03
-0.99
0.67

4.55E-04
2.14E-04
4.18E-03
6.22E-01
4.62E-01
2.03E-03
3.59E-01
4.67E-02
7.82E-02
1.54E-01
9.71E-01
6.41E-02
4.45E-01
1.17E-04
2.52E-01
1.85E-02
9.82E-03
8.28E-03
2.16E-05
3.72E-06
9.88E-06
6.00E-01
4.97E-05
8.45E-01
5.76E-01
8.97E-03
2.02E-02
2.09E-01
9.61E-01
6.65E-04
8.15E-09
2.19E-02
5.70E-05
1.82E-01

-0.05
0.54
-0.24
-0.21
-0.37
-0.44
0.14
-0.24
0.50
-0.50
-1.13
0.20
0.87
-0.22
0.69
-0.57
0.13
0.67
0.26
-0.04
-0.10
-0.02
0.35
0.70
0.55
-0.62
0.44
0.59
0.70
-0.31
-0.07
0.11
0.19
-0.34

9.45E-01
4.67E-02
5.85E-01
8.86E-01
7.33E-01
7.12E-01
8.99E-01
7.10E-01
1.04E-01
4.88E-02
9.16E-02
7.33E-01
1.22E-04
7.99E-01
1.10E-01
2.58E-01
8.80E-01
5.09E-01
8.85E-01
9.65E-01
8.11E-01
9.82E-01
2.62E-01
1.80E-03
3.66E-01
1.15E-01
4.17E-01
1.23E-01
1.58E-02
5.88E-01
8.98E-01
9.14E-01
5.85E-01
6.43E-01

-1.50
1.43
-1.17
0.64
1.00
-2.35
-0.93
0.82
-0.50
0.69
0.54
-0.95
-0.42
-1.92
0.96
0.48
0.34
-1.55
3.99
1.58
-0.51
-0.87
1.25
-0.36
-0.10
0.75
-1.22
-0.42
-0.48
1.24
1.88
0.75
-0.82
0.71

2.18E-05
2.07E-06
1.59E-04
4.69E-01
1.21E-01
9.32E-04
6.00E-02
2.83E-02
7.58E-02
3.48E-03
4.88E-01
5.91E-03
2.84E-02
1.10E-04
1.17E-02
3.21E-01
5.26E-01
2.61E-02
1.65E-05
1.36E-05
2.23E-02
5.99E-03
1.25E-05
8.27E-02
9.16E-01
3.22E-02
2.41E-03
2.78E-01
8.17E-02
1.11E-03
1.54E-08
1.03E-01
3.80E-04
1.45E-01

-1.45
0.89
-0.93
0.86
1.37
-1.92
-1.07
1.06
-1.00
1.19
1.67
-1.16
-1.30
-1.70
0.27
1.05
0.21
-2.22
3.73
1.62
-0.41
-0.85
0.89
-1.06
-0.65
1.37
-1.66
-1.01
-1.18
1.56
1.95
0.64
-1.00
1.05

2.28E-05
4.27E-04
1.11E-03
2.49E-01
1.97E-02
3.88E-03
2.12E-02
3.24E-03
2.83E-04
5.58E-06
3.76E-03
6.89E-04
9.36E-08
2.71E-04
5.95E-01
7.42E-03
7.26E-01
1.08E-03
2.54E-05
7.09E-06
5.72E-02
5.03E-03
4.09E-04
3.50E-06
1.72E-01
1.25E-04
6.10E-05
1.99E-03
3.47E-05
6.10E-05
6.12E-09
1.54E-01
2.21E-05
1.61E-02



Sik-Loo Tan et al. 2015 PLoS ONE

TNC
TNFAIP6
TNFRSF10D
TNFRSF19
TNIK
TNS3
TOB2
TOB2
TOP2A
TPK1
TPST2
TRAF5
TRIM16
TRIM16L
TRIP13
TRPC4
TRPS1
TSHZ2
TSPAN11
TSPAN12
TSPAN13
TSPAN18
TSPAN2
TSPANS
TTK
TUBB2A
TUBB2A
TUFT1
TYMS
UBE2C
UCHL1
UCK2
ucpP2
ULBP1

0.32
0.19
-0.03
0.62
-0.66
-0.50
-0.21
-0.21
-1.32
0.53
0.12
0.67
-0.04
0.12
-0.80
-0.60
0.08
0.15
-0.05
0.46
0.17
-0.05
0.43
0.26
-0.89
0.56
0.56
0.33
-0.71
-0.28
0.01
0.32
0.16
-0.21

6.80E-01
9.24E-01
9.87E-01
9.79E-02
4.72E-01
2.77E-01
8.37E-01
8.37E-01
2.65E-01
3.00E-01
9.09E-01
2.14E-01
9.65E-01
8.58E-01
5.75E-01
1.50E-01
9.58E-01
9.56E-01
9.81E-01
3.97E-01
9.18E-01
9.87E-01
8.52E-01
6.28E-01
5.93E-01
2.52E-01
2.52E-01
5.06E-01
5.31E-01
8.24E-01
9.95E-01
4.28E-01
8.81E-01
9.07E-01

1.06
2.68
-1.13
-0.10
-0.45
-0.34
-0.64
-0.64
-2.42
1.19
0.51
0.50
0.60
0.80
-0.85
-0.69
0.06
-0.49
-0.76
1.12
0.88
-1.49
0.79
0.53
-1.10
1.13
1.13
0.53
-1.54
-0.54
0.39
1.11
-0.30
-0.43

3.04E-03
5.39E-05
1.28E-02
8.19E-01
4.88E-01
2.98E-01
1.04E-01
1.04E-01
1.61E-03
3.96E-04
1.17E-01
1.98E-01
8.77E-03
1.39E-03
3.13E-01
1.34E-02
9.41E-01
6.11E-01
1.54E-01
7.44E-04
7.94E-02
5.82E-02
4.36E-01
4.72E-02
2.31E-01
5.15E-04
5.15E-04
5.28E-02
1.01E-02
3.40E-01
3.79E-01
3.09E-05
5.06E-01
5.64E-01

0.87
1.69
-0.40
-0.81
-1.54
-1.21
0.62
0.62
0.38
0.51
-0.71
-0.44
-0.45
-0.41
0.72
-1.82
1.01
1.06
0.71
-0.20
-0.49
-3.05
-1.34
1.09
0.84
0.71
0.71
-0.85
0.34
0.75
-0.68
0.36
0.82
1.93

2.57E-02
9.61E-03
5.55E-01
5.65E-03
6.40E-03
2.99E-04
1.65E-01
1.65E-01
7.82E-01
1.77E-01
3.84E-02
3.36E-01
8.40E-02
1.58E-01
4.86E-01
1.15E-06
2.67E-02
2.13E-01
2.45E-01
7.21E-01
4.71E-01
5.65E-04
1.71E-01
3.58E-04
4.70E-01
4.23E-02
4.23E-02
4.80E-03
7.47E-01
2.05E-01
1.12E-01
1.98E-01
3.67E-02
1.92E-03

0.75
2.49
-1.10
-0.72
0.21
0.15
-0.43
-0.43
-1.10
0.66
0.40
-0.18
0.63
0.68
-0.05
-0.10
-0.02
-0.64
-0.71
0.66
0.72
-1.43
0.37
0.27
-0.21
0.57
0.57
0.20
-0.83
-0.26
0.38
0.79
-0.46
-0.21

8.07E-02
6.98E-04
3.97E-02
1.88E-02
8.52E-01
7.88E-01
4.43E-01
4.43E-01
2.80E-01
8.66E-02
3.77E-01
8.07E-01
1.68E-02
1.74E-02
9.85E-01
8.80E-01
9.87E-01
5.85E-01
2.97E-01
9.13E-02
2.79E-01
1.35E-01
8.35E-01
5.29E-01
9.18E-01
1.42E-01
1.42E-01
6.83E-01
3.23E-01
7.88E-01
5.30E-01
3.96E-03
3.54E-01
8.61E-01

0.56
1.50
-0.37
-1.43
-0.88
-0.71
0.82
0.82
1.70
-0.02
-0.83
-1.12
-0.41
-0.53
1.52
-1.22
0.93
0.91
0.76
-0.66
-0.66
-3.00
-1.76
0.83
1.73
0.14
0.14
-1.18
1.05
1.03
-0.70
0.04
0.66
2.14

1.81E-01
2.01E-02
5.96E-01
1.02E-05
1.35E-01
2.30E-02
4.64E-02
4.64E-02
3.82E-02
9.83E-01
1.42E-02
3.84E-03
1.15E-01
4.82E-02
5.92E-02
1.71E-04
3.93E-02
2.99E-01
1.98E-01
6.41E-02
2.74E-01
5.37E-04
5.15E-02
3.98E-03
5.92E-02
7.99E-01
7.99E-01
1.59E-04
1.25E-01
5.53E-02
9.83E-02
9.42E-01
1.00E-01
5.56E-04

-0.19
-0.99
0.73
-0.71
-1.09
-0.87
1.25
1.25
2.80
-0.68
-1.23
-0.94
-1.04
-1.21
1.57
-1.12
0.95
1.55
1.46
-1.32
-1.38
-1.57
-2.13
0.56
1.95
-0.43
-0.43
-1.38
1.88
1.29
-1.07
-0.75
1.12
2.35

7.46E-01
1.23E-01
1.43E-01
9.48E-03
4.05E-02
3.89E-03
1.55E-03
1.55E-03
5.47E-04
4.06E-02
3.00E-04
1.03E-02
5.59E-05
2.21E-05
3.88E-02
2.69E-04
2.60E-02
3.25E-02
4.54E-03
2.03E-04
6.61E-03
5.16E-02
1.22E-02
4.07E-02
2.35E-02
2.37E-01
2.37E-01
1.45E-05
2.76E-03
1.04E-02
5.66E-03
2.23E-03
2.49E-03
1.29E-04



Sik-Loo Tan et al. 2015 PLoS ONE

UNC5B
UQCR11
USP18
uSpP2
USP53
USPOY
uTy
VCAM1
VDR
VGLL3
VRK2
WDR76
WEE1
WEE1
WNT5A
XAF1
XPNPEP1
ZADH?2
ZC3H12C
ZDHHC2
ZEB1
ZFP36
ZFPM2
ZFY
ZNF267
ZNF385D
ZNF415
ZNF474
ZNF521
ZNF730

0.20
-0.06
0.34
-0.06
0.14
-0.02
0.12
0.54
0.05
0.15
0.39
-0.85
-0.72
-0.39
-0.25
0.26
-0.08
-0.06
0.08
0.05
0.33
0.43
0.09
0.08
0.28
0.29
0.00
0.19
0.23
-0.10

8.82E-01
9.55E-01
6.60E-01
9.45E-01
9.30E-01
9.95E-01
9.18E-01
7.83E-01
9.52E-01
8.84E-01
2.88E-01
4.42E-01
4.45E-01
7.33E-01
8.67E-01
8.04E-01
9.20E-01
9.44E-01
9.35E-01
9.49E-01
5.83E-01
6.46E-01
9.34E-01
9.50E-01
7.24E-01
9.41E-01
9.98E-01
6.12E-01
9.50E-01
9.57E-01

0.39
-0.36
1.61
0.01
0.24
-0.02
-0.07
0.83
0.51
-0.08
0.48
-1.33
-1.33
-0.84
-0.73
1.71
0.25
-0.23
-0.15
-0.49
-0.12
-0.06
-0.10
0.06
0.79
0.34
-0.41
1.28
0.00
0.06

4.82E-01
2.24E-01
8.09E-05
9.82E-01
7.48E-01
9.89E-01
9.21E-01
3.85E-01
3.17E-02
8.96E-01
4.04E-02
3.46E-02
1.28E-02
1.10E-01
1.93E-01
1.54E-04
3.46E-01
4.44E-01
7.37E-01
1.51E-02
8.08E-01
9.42E-01
8.72E-01
9.24E-01
2.44E-02
8.64E-01
2.20E-01
4.85E-07
9.99E-01
9.55E-01

-0.67
-1.07
-0.03
0.96
-1.16
2.88
1.46
-3.92
-0.85
-1.64
1.03
0.69
0.30
0.50
-1.38
0.42
-0.79
0.95
1.68
0.55
0.93
0.94
2.32
1.58
1.02
2.99
-1.03
-0.12
2.14
1.46

1.94E-01
4.78E-04
9.75E-01
1.22E-03
2.49E-02
3.24E-05
3.48E-04
5.05E-05
1.49E-03
4.21E-05
1.58E-04
4.22E-01
7.49E-01
4.73E-01
1.54E-02
4.77E-01
1.92E-03
5.45E-04
6.23E-06
1.32E-02
5.98E-03
6.59E-02
3.68E-07
7.67E-05
8.27E-03
1.34E-02
2.19E-03
6.83E-01
5.13E-02
8.44E-03

0.19
-0.30
1.27
0.08
0.10
0.00
-0.19
0.29
0.46
-0.23
0.09
-0.49
-0.61
-0.45
-0.48
1.45
0.33
-0.17
-0.23
-0.54
-0.46
-0.50
-0.19
-0.02
0.51
0.05
-0.40
1.09
-0.23
0.16

8.39E-01
4.60E-01
3.62E-03
9.02E-01
9.37E-01
1.00E+00
7.90E-01
8.74E-01
1.16E-01
7.11E-01
8.68E-01
6.60E-01
4.52E-01
5.93E-01
5.80E-01
3.43E-03
2.89E-01
7.03E-01
6.49E-01
2.19E-02
2.69E-01
4.87E-01
7.70E-01
9.87E-01
2.84E-01
9.88E-01
3.44E-01
1.76E-05
9.27E-01
8.95E-01

-0.87
-1.01
-0.37
1.03
-1.30
2.90
1.33
-4.46
-0.91
-1.79
0.64
1.53
1.02
0.89
-1.13
0.16
-0.71
1.01
1.60
0.51
0.60
0.51
2.23
1.50
0.74
2.70
-1.03
-0.32
191
1.56

7.04E-02
6.62E-04
4.75E-01
4.99E-04
1.10E-02
2.13E-05
6.75E-04
7.02E-06
6.58E-04
1.02E-05
1.13E-02
2.44E-02
8.95E-02
1.16E-01
4.69E-02
8.44E-01
3.85E-03
2.25E-04
9.20E-06
2.19E-02
7.89E-02
4.03E-01
5.42E-07
1.09E-04
5.48E-02
2.35E-02
1.95E-03
1.42E-01
8.29E-02
4.31E-03

-1.06
-0.71
-1.64
0.95
-1.40
2.90
1.52
-4.75
-1.37
-1.56
0.55
2.02
1.63
1.34
-0.65
-1.29
-1.04
1.18
1.83
1.05
1.06
1.01
2.42
1.52
0.23
2.65
-0.63
-1.40
2.14
141

1.76E-02
9.37E-03
8.39E-05
7.22E-04
4.29E-03
1.43E-05
1.06E-04
2.30E-06
3.50E-06
3.64E-05
2.11E-02
2.14E-03
3.52E-03
9.44E-03
2.96E-01
3.20E-03
5.34E-05
2.23E-05
1.07E-06
1.31E-05
1.14E-03
3.37E-02
1.01E-07
5.79E-05
6.69E-01
1.94E-02
4.46E-02
6.82E-08
3.60E-02
6.99E-03




