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Exons 18–25 #1 (capitalized)  
Exons 18–25 #2 (capitalized) 

1      atgcgaccct ccgggacggc cggggcagcg ctcctggcgc tgctggctgc gctctgcccg gcgagtcggg ctctggagga aaagaaagtt tgccaaggca cgagtaacaa gctcacgcag !
121    ttgggcactt ttgaagatca ttttctcagc ctccagagga tgttcaataa ctgtgaggtg gtccttggga atttggaaat tacctatgtg cagaggaatt atgatctttc cttcttaaag !
241    accatccagg aggtggctgg ttatgtcctc attgccctca acacagtgga gcgaattcct ttggaaaacc tgcagatcat cagaggaaat atgtactacg aaaattccta tgccttagca !
361    gtcttatcta actatgatgc aaataaaacc ggactgaagg agctgcccat gagaaattta caggaaatcc tgcatggcgc cgtgcggttc agcaacaacc ctgccctgtg caacgtggag !
481    agcatccagt ggcgggacat agtcagcagt gactttctca gcaacatgtc gatggacttc cagaaccacc tgggcagctg ccaaaagtgt gatccaagct gtcccaatgg gagctgctgg !
601    ggtgcaggag aggagaactg ccagaaactg accaaaatca tctgtgccca gcagtgctcc gggcgctgcc gtggcaagtc ccccagtgac tgctgccaca accagtgtgc tgcaggctgc !
721    acaggccccc gggagagcga ctgcctggtc tgccgcaaat tccgagacga agccacgtgc aaggacacct gccccccact catgctctac aaccccacca cgtaccagat ggatgtgaac !
841    cccgagggca aatacagctt tggtgccacc tgcgtgaaga agtgtccccg taattatgtg gtgacagatc acggctcgtg cgtccgagcc tgtggggccg acagctatga gatggaggaa !
961    gacggcgtcc gcaagtgtaa gaagtgcgaa gggccttgcc gcaaagtgtg taacggaata ggtattggtg aatttaaaga ctcactctcc ataaatgcta cgaatattaa acacttcaaa !
1081    aactgcacct ccatcagtgg cgatctccac atcctgccgg tggcatttag gggtgactcc ttcacacata ctcctcctct ggatccacag gaactggata ttctgaaaac cgtaaaggaa !
1201    atcacagggt ttttgctgat tcaggcttgg cctgaaaaca ggacggacct ccatgccttt gagaacctag aaatcatacg cggcaggacc aagcaacatg gtcagttttc tcttgcagtc !
1321    gtcagcctga acataacatc cttgggatta cgctccctca aggagataag tgatggagat gtgataattt caggaaacaa aaatttgtgc tatgcaaata caataaactg gaaaaaactg !
1441    tttgggacct ccggtcagaa aaccaaaatt ataagcaaca gaggtgaaaa cagctgcaag gccacaggcc aggtctgcca tgccttgtgc tcccccgagg gctgctgggg cccggagccc !
1561    agggactgcg tctcttgccg gaatgtcagc cgaggcaggg aatgcgtgga caagtgcaac cttctggagg gtgagccaag ggagtttgtg gagaactctg agtgcataca gtgccaccca !
1681    gagtgcctgc ctcaggccat gaacatcacc tgcacaggac ggggaccaga caactgtatc cagtgtgccc actacattga cggcccccac tgcgtcaaga cctgcccggc aggagtcatg !
1801    ggagaaaaca acaccctggt ctggaagtac gcagacgccg gccatgtgtg ccacctgtgc catccaaact gcacctacgg atgcactggg ccaggtcttg aaggctgtcc aacgaatggg !
1921    cctaagatcc cgtccatcgc cactgggatg gtgggggccc tcctcttgct gctggtggtg gccctgggga tcggcctctt catgcgaagg cgccacatcg ttcggaagcg cacgctgcgg!
2041   aggctgctgc aggagaggga gCTTGTGGAG CCTCTTACAC CCAGTGGAGA AGCTCCCAAC CAAGCTCTCT TGAGGATCTT GAAGGAAACT GAATTCAAAA AGATCAAAGT GCTGGGCTCC !
2161    GGTGCGTTCG GCACGGTGTA TAAGGGACTC TGGATCCCAG AAGGTGAGAA AGTTAAAATT CCCGTCGCTA TCAAGGAATT AAGAGAAGCA ACATCTCCGA AAGCCAACAA GGAAATCCTC !
2281    GATGAAGCCT ACGTGATGGC CAGCGTGGAC AACCCCCACG TGTGCCGCCT GCTGGGCATC TGCCTCACCT CCACCGTGCA GCTCATCACG CAGCTCATGC CCTTCGGCTG CCTCCTGGAC !
2401    TATGTCCGGG AACACAAAGA CAATATTGGC TCCCAGTACC TGCTCAACTG GTGTGTGCAG ATCGCAAAGG GCATGAACTA CTTGGAGGAC CGTCGCTTGG TGCACCGCGA CCTGGCAGCC !
2521    AGGAACGTAC TGGTGAAAAC ACCGCAGCAT GTCAAGATCA CAGATTTTGG GCTGGCCAAA CTGCTGGGTG CGGAAGAGAA AGAATACCAT GCAGAAGGAG GCAAAGTGCC TATCAAGTGG !
2641    ATGGCATTGG AATCAATTTT ACACAGAATC TATACCCACC AGAGTGATGT CTGGAGCTAC GGGGTGACTG TTTGGGAGTT GATGACCTTT GGATCCAAGC CATATGACGG AATCCCTGCC !
2761    AGCGAGATCT CCTCCATCCT GGAGAAAGGA GAACGCCTCC CTCAGCCACC CATATGTACC ATCGATGTCT ACATGATCAT GGTCAAGTGC TGGATGATAG ACGCAGATAG TCGCCCAAAG !
2881    TTCCGTGAGT TGATCATCGA ATTCTCCAAA ATGGCCCGAG ACCCCCAGCG CTACCTTGTC ATTCAGGGGG ATGAAAGAAT GCATTTGCCA AGTCCTACAG ACTCCAACTT CTACCGTGCC !
3001    CTGATGGATG AAGAAGACAT GGACGACGTG GTGGATGCCG ACGAGTACCT CATCCCACAG CAGGGCTTCT TCAGCAGCCC CTCCACGTCA CGGACTCCCC TCCTGAGCTC TCTGCTTGTG !
3121    GAGCCTCTTA CACCCAGTGG AGAAGCTCCC AACCAAGCTC TCTTGAGGAT CTTGAAGGAA ACTGAATTCA AAAAGATCAA AGTGCTGGGC TCCGGTGCGT TCGGCACGGT GTATAAGGGA !
3241    CTCTGGATCC CAGAAGGTGA GAAAGTTAAA ATTCCCGTCG CTATCAAGGA ATTAAGAGAA GCAACATCTC CGAAAGCCAA CAAGGAAATC CTCGATGAAG CCTACGTGAT GGCCAGCGTG !
3361    GACAACCCCC ACGTGTGCCG CCTGCTGGGC ATCTGCCTCA CCTCCACCGT GCAGCTCATC ACGCAGCTCA TGCCCTTCGG CTGCCTCCTG GACTATGTCC GGGAACACAA AGACAATATT !
3481    GGCTCCCAGT ACCTGCTCAA CTGGTGTGTG CAGATCGCAA AGGGCATGAA CTACTTGGAG GACCGTCGCT TGGTGCACCG CGACCTGGCA GCCAGGAACG TACTGGTGAA AACACCGCAG !
3601    CATGTCAAGA TCACAGATTT TGGGCTGGCC AAACTGCTGG GTGCGGAAGA GAAAGAATAC CATGCAGAAG GAGGCAAAGT GCCTATCAAG TGGATGGCAT TGGAATCAAT TTTACACAGA !
3721    ATCTATACCC ACCAGAGTGA TGTCTGGAGC TACGGGGTGA CCGTTTGGGA GTTGATGACC TTTGGATCCA AGCCATATGA CGGAATCCCT GCCAGCGAGA TCTCCTCCAT CCTGGAGAAA !
3841    GGAGAACGCC TCCCTCAGCC ACCCATATGT ACCATCGATG TCTACATGAT CATGGTCAAG TGCTGGATGA TAGACGCAGA TAGTCGCCCA AAGTTCCGTG AGTTGATCAT CGAATTCTCC !
3961    AAAATGGCCC GAGACCCCCA GCGCTACCTT GTCATTCAGG GGGATGAAAG AATGCATTTG CCAAGTCCTA CAGACTCCAA CTTCTACCGT GCCCTGATGG ATGAAGAAGA CATGGACGAC !
4081    GTGGTGGATG CCGACGAGTA CCTCATCCCA CAGCAGGGCT TCTTCAGCAG CCCCTCCACG TCACGGACTC CCCTCCTGAG CTCTCTGagt gcaaccagca acaattccac cgtggcttgc !
4201    attgatagaa atgggctgca aagctgtccc atcaaggaag acagcttctt gcagcgatac agctcagacc ccacaggcgc cttgactgag gacagcatag acgacacctt cctcccagtg !
4321    cctgaataca taaaccagtc cgttcccaaa aggcccgctg gctctgtgca gaatcctgtc tatcacaatc agcctctgaa ccccgcgccc agcagagacc cacactacca ggacccccac !
4441    agcactgcag tgggcaaccc cgagtatctc aacactgtcc agcccacctg tgtcaacagc acattcgaca gccctgccca ctgggcccag aaaggcagcc accaaattag cctggacaac !
4561    cctgactacc agcaggactt ctttcccaag gaagccaagc caaatggcat ctttaagggc tccacagctg aaaatgcaga atacctaagg gtcgcgccac aaagcagtga atttattgga !
4681   gcatga!

Gallant et al. Supplementary Figure 2 
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BA/F3 - EGFR-KDD       
  erlotinib afatinib AZD9291 
EC50 (nM) 109.5 3.1 28.5 
Goodness of fit (R2) 0.88 0.80 0.92 

BA/F3 - EGFR-L858R       
  erlotinib afatinib AZD9291 
EC50 (nM) 6.1 0.02 4.0 
Goodness of fit (R2) 0.89 0.84 0.80 

Gallant et al. Supplementary Table 1 


