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BA/F3 - EGFR-KDD

erlotinib | afatinib | AZD9291
EC50 (nM) 109.5 3.1 28.5
Goodness of fit (R?) 0.88 0.80 0.92
BA/F3 - EGFR-L858R

erlotinib | afatinib | AZD9291
EC50 (nM) 6.1 0.02 4.0
Goodness of fit (R?) 0.89 0.84 0.80
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