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Figure S1. Neighbor joining tree derived from the analysis of 
192 common bean varieties  with 1,159 SNPs (Hyten et al. 
2010) and identification of 15 (encircled in red) of the 17 
cultivars used for whole genome sequence analysis for SNP 
discovery.  The market class of cultivars is identified  based 
upon the background shading shown below.  


