CIP2A is a candidate therapeutic target in clinically
challenging prostate cancer cell populations

Supplementary Material and Methods
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Supplementary Figure S1

A. Surface marker profile used for isolating stem-like cells (SC), transit amplifying (TA) cells

and committed basal (CB) cells from patients (n=3).

B and C. Expression of CIP2A mRNA in the indicated populations of both primary hormone naive
prostate cancer (HN-PC) and CRPC patient samples in comparison to BPH samples.
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Supplementary Figure S2

A. Statistical analysis of association of CIP2A immunopositivity with AR nuclear
staining in primary prostate cancer cases.

B. Androgen receptor binding sites (ARBs) in the intronic region of CIP2A as observed in
indicated published studies. The promoter region of CIP2A is bound by RNA Pol2 upon
androgen stimulation according to Massie et al., dataset. The promoter and the intronic
region describe above are in open chromatin sites according to He et al., (DNase |
hypersensitivity (DHS) data in LNCaP cells; data not shown).
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Supplementary Figure S3

A. Effect of DHT ( at indicated concentrations) on CIP2A mRNA expression in LNCaP
cells and ARhi LNCaP cells.

B. Comparison of CIP2A protein levels between LNCaP-pcDNA3.1 and -ARhi cells on DHT
(1nM) stimulation at 24h time point according to immunofluorescence staining



