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Acidimicrobium ferrooxidans DSM 10331 gi256007779
Catenulispora acidiphila DSM 44928 gi256362910
Nocardia brasiliensis ATCC 700358 gi407310827
Mycobacterium abscessus 3A−0930−R gi392228981
Mycobacterium aromaticivorans JS19b1  gi635712183
Mycobacterium tuberculosis T85 gi289713285

Kocuria rhizophila DC2201 gi184201797
Cryptosporangium arvum DSM 44712 gi589395210
Actinoplanes missouriensis 431 gi383777865
Trueperella pyogenes (Trueperella pyogenes TP6375 ) gi604189258
Corynebacterium diphtheriae DSM 43988 gi535919595
Corynebacterium pseudotuberculosis (Corynebacterium gi666102271

Corynebacterium falsenii DSM 44353 gi578014116
Varibaculum cambriense DORA 20 (human gut metagenome) gi566217141

Propionibacterium freudenreichii subsp. shermanii CIRM−BIA1 gi297625605

Kutzneria albida DSM 43870 gi578006188
Actinosynnema mirum DSM 43827 gi255919355
Amycolatopsis azurea DSM 43854 gi449416199

Actinomyces coleocanis DSM 15436 gi226832099
Propionibacterium acnes HL063PA2 gi313829497

Streptomyces cattleya NRRL8057 gi365809566
Streptomyces avermitilis MA−4680 gi29833838
Streptomyces aurantiacus JA4570 gi514327425
Streptomyces collinus Tu365 gi529201436
Mycobacterium abscessus 3A−0930−R gi392228957
Mycobacterium phlei RIVM601174 gi383339666
Mycobacterium tuberculosis T85 gi289713308
Mycobacterium aromaticivorans JS19b1 gi635712254

Rhodococcus equi ATCC33707 gi325551709
Rhodococcus erythropolis SK121 gi229320864

Nocardia cyriacigeorgica GUH−2 gi379706330
Nocardia brasiliensis ATCC700358 gi407304121

Segniliparus rugosus ATCCBAA−974 gi540598388

Rhodococcus triatomae BKS15−14 gi452757209
Rhodococcus ruber BKS20−38 gi452959059

Corynebacterium falsenii DSM 44353 gi578015084
Gordonia polyisoprenivorans VH2 gi375750567
Gordonia terrae C−6 gi492206714
Gordonia alkanivorans CGMCC 6845 gi563358540

Rothia dentocariosa ATCC 17931 gi310944118

Catenulispora acidiphila DSM 44928 gi256362147

Streptomyces hygroscopicus subsp. jinggangensis 5008 gi374100043
Streptomyces collinus Tu 365 gi529197352
Streptomyces aurantiacus JA 4570 gi514332774
Streptomyces avermitilis MA−4680  gi29832571

Kitasatospora setae KM−6054 gi357390861
Streptomyces hygroscopicus subsp. jinggangensis 5008 gi374102023
Streptomyces collinus Tu 365 gi529199301

Streptomyces cattleya NRRL 8057  gi365809214

Kineococcus radiotolerans SRS30216  gi151360949
Kitasatospora setae KM−6054 gi357389791

Pseudonocardia dioxanivorans CB1190 gi326952367
Amycolatopsis azurea DSM 43854 gi449424889

Catenulispora acidiphila DSM 44928 gi256363750

Streptomyces collinus Tu 365 gi529199212
Streptomyces hygroscopicus subsp. jinggangensis 5008 gi374101924
Streptomyces aurantiacus JA 4570 gi514328056
Streptomyces avermitilis MA−4680  gi29831216

Kitasatospora setae KM−6054 gi357391283
Streptomyces cattleya NRRL 8057 gi365806787

Intrasporangium oryzae NRRL B−24470 gi586967704
Acidothermus cellulolyticus 11B gi117647878

Frankia alni ACN14a gi111223635

Frankia alni ACN14a gi111224689
Actinoplanes missouriensis 431 gi383779175

Geodermatophilus obscurus DSM 43160 gi284064060

Maritimibacter alkaliphilus HTCC2654 gi84665025
Celeribacter baekdonensis B30 gi407202709
Rhodobacter capsulatus DE442 gi564637803
Thioclava dalianensis DLFJ1−1 gi661435862
Sagittula stellata E−37 gi126708227
Rhodobacteraceae bacterium PD−2 gi563422763

Bi�dobacterium longum subsp. infantis ATCC 15697  gi213522471
Bi�dobacterium longum subsp. infantis ATCC 15697  gi384198109

Bi�dobacterium stellenboschense DSM 23968 gi673000614

Scardovia inopinata F0304 gi294458016
Parascardovia denticolens DSM 10105  gi315120925
Bi�dobacterium actinocoloniiforme DSM 22766 gi672944607
Gardnerella vaginalis 6119V5 gi388064616
Bi�dobacterium mongoliense DSM 21395 gi672979324

Bi�dobacterium pseudolongum subsp. globosum gi672983168
Bi�dobacterium choerinum LMG 10510 gi672962915

Clavibacter michiganensis subsp. michiganensis NCPPB 382 gi148272756
Leifsonia aquatica ATCC 14665 gi544259703

Microbacterium testaceum StLB037 gi323357744

Leifsonia aquatica ATCC 14665 gi544261858
Microbacterium testaceum StLB037 gi323356955

Propionibacterium freudenreichii subsp. shermanii CIRM−BIA1 gi297626274
Intrasporangium oryzae NRRL B−24470 gi586964969
Microbacterium laevaniformans OR221 gi380775807
Microbacterium testaceum StLB037 gi323357926
Rhodococcus erythropolis SK121 gi229318199
Gordonia terrae C−6 gi492210907
Gordonia alkanivorans CGMCC 6845 gi563357558
Pseudonocardia dioxanivorans CB1190 gi326951575
Amycolatopsis azurea DSM 43854 gi449422441
Pseudonocardia dioxanivorans CB1190 gi326948858

Actinosynnema mirum DSM 43827 gi255921781
Arthrobacter aurescens TC1 gi119949714
Arthrobacter aurescens TC1 gi119950929

Kutzneria albida DSM 43870 gi578009562

Rhodococcus erythropolis SK121 gi229323229
Rhodococcus equi ATCC 33707 gi325552289
Rhodococcus triatomae BKS 15−14 gi452763779
Rhodococcus erythropolis SK121 gi229319409

Rhodococcus ruber BKS 20−38 gi452960792
Actinomyces neuii BVS029A5 gi404390050

Corynebacterium striatum ATCC 6940 gi227199511
Corynebacterium pseudogenitalium ATCC 33035 gi311303350

Corynebacterium vitaeruminis DSM 20294 gi582019231

Corynebacterium glutamicum ATCC 13032 gi19552191
Mobiluncus mulieris ATCC 35243 gi227843160
Corynebacterium pseudotuberculosis (Corynebacterium gi666103502

Corynebacterium durum F0235 gi429148608
Corynebacterium argentoratense DSM 44202 gi533216471

Actinomyces viscosus C505 gi326638385
Actinomyces georgiae F0490 gi394766175

Microbacterium laevaniformans OR221 gi380775041
Clavibacter michiganensis subsp. michiganensis NCPPB 382 gi148271200

Gemmatimonadetes bacterium KBS708 gi575460156
Fimbriimonas ginsengisoli Gsoil 348 gi663073545

Hyalangium minutum DSM 14724 gi670614281
Enhygromyxa salina DSM 15201 gi670632180

Myxococcus stipitatus DSM 14675 gi441491993

Metarhizium acridum CQMa 102 gi322696445
Nectria haematococca mpVI 77−13−4 gi256722756
Fusarium oxysporum Fo47 gi587682448
Rhodococcus ruber BKS 20−38 gi452960267
Actinosynnema mirum DSM 43827 gi255921997
Nocardia cyriacigeorgica GUH−2 gi379711317
Mycobacterium abscessus 3A−0930−R gi392228461
Streptomyces cattleya NRRL 8057  gi365809741
Rhodococcus triatomae BKS 15−14 gi452757089
Streptomyces hygroscopicus subsp. jinggangensis 5008 gi374096714
Streptomyces collinus Tu 365 gi529200637
Streptomyces aurantiacus JA 4570 gi514330798
Streptomyces aureofaciens CCM3239 gi662024008
Streptomyces viridifaciens MG456−hf10 gi27777553
Kitasatospora setae KM−6054 gi357387857

Bermanella marisrubri RED65 gi94426310
Marinobacter santoriniensis NKSG1 gi469614115

Rubrobacter radiotolerans RSPS−4 gi627778969
Arcticibacter svalbardensis MN12−7 gi507725421
Chitinophaga pinensis DSM 2588 gi256035442
Chryseobacterium soli DSM 19298 gi671226301

Oscillatoria nigro−viridis PCC 7112 gi428243352
Anaerolinea thermophila UNI−1 gi320160145
Synechococcus elongatus PCC 7942 gi81168516

Anabaena variabilis ATCC 29413 gi75703131

Clostridium perfringens ATCC 13124 gi110674193
Clostridium botulinum C/D str. It1 gi658079713
Clostridium novyi B str. NCTC 9691 gi658103250
Paenibacillus polymyxa CR1 gi565677299
Paenibacillus polymyxa CR1 gi565673555

Viridibacillus arenosi FSL R5−213 gi573589190
Lactobacillus brevis ATCC 367 gi116098588
Lactobacillus rhamnosus ATCC 21052 gi357554638
Lactobacillus casei W56 gi409998068

Lactobacillus vaginalis ATCC 49540 gi227349918
Lactobacillus reuteri MM4−1A gi324977419

Pediococcus claussenii ATCC BAA−344 gi361055983

Listeria monocytogenes FSL J2−071 gi290556055
Enterococcus haemoperoxidus ATCC BAA−382 gi486863870

Enterococcus faecalis 13−SD−W−01 gi514533673
Enterococcus faecium R446 gi402944725
Enterococcus phoeniculicola ATCC BAA−412 gi487231496
Enterococcus asini ATCC 700915 gi486851201

Enterococcus gilvus ATCC BAA−350 gi486922683

Vagococcus lutrae LBD1 gi558742920
Enterococcus faecalis 13−SD−W−01 gi514535746
Enterococcus gilvus ATCC BAA−350 gi486924338

Enterococcus phoeniculicola ATCC BAA−412 gi487225377
Enterococcus asini ATCC 700915 gi486853746
Peptoclostridium di�cile Y384 gi531627686
Enterococcus faecium R446 gi402943237

Melissococcus plutonius DAT561 gi379727352
Enterococcus haemoperoxidus ATCC BAA−382 gi486865725

Streptococcus porcinus str. Jelinkova 176 gi332314867
Leuconostoc pseudomesenteroides 1159 gi632074443
Anaerococcus hydrogenalis ACS−025−V−Sch4 gi325480133
Peptoniphilus lacrimalis 315−B gi281296772
Lachnoanaerobaculum saburreum DSM 3986 gi315486317
Lachnospiraceae bacterium oral taxon 082 str. F0431 gi371765016
Streptococcus agalactiae 2603V/R gi22535179
Streptococcus urinalis FB127−CNA−2 gi410873019

Clostridium perfringens ATCC 13124 gi110674310

Staphylococcus pettenkoferi VCU012 gi365229266
Staphylococcus haemolyticus JCSC1435 gi70726550
Staphylococcus pseudintermedius ED99 gi323464518
Staphylococcus aureus C0673 gi613117806

Exiguobacterium antarcticum B7 gi407060420
Bacillus subtilis QB928 gi402480251
Bacillus licheniformis 9945A gi510141637

Thioclava dalianensis DLFJ1−1 gi661436631
Celeribacter baekdonensis B30 gi407202011
Rhodobacter capsulatus DE442 gi564637496
Paenirhodobacter enshiensis DW2−9 gi672897909

Methanosarcina barkeri str. Fusaro gi72397080
Methanomethylovorans hollandica DSM 15978 gi433661362
Methanomethylovorans hollandica DSM 15978 gi433662656

Ilyobacter polytropus DSM 2926 gi309749792
Cetobacterium somerae ATCC BAA−474 gi551697253

Spirochaeta smaragdinae DSM 11293 gi301634905

Desulfobacterium autotrophicum HRM2 gi223691125
Micavibrio aeruginosavorus EPB gi469928178
Asticcacaulis benevestitus DSM 16100  gi557341970
Rhodanobacter fulvus Jip2 gi388432017
Kineococcus radiotolerans SRS30216  gi151363012
Kineococcus radiotolerans SRS30216  gi151359130

Gemmatimonadetes bacterium KBS708 gi575456528
Gemmatimonas aurantiaca T−27 gi226228546

Anaeromyxobacter dehalogenans 2CP−C gi85775190
Stigmatella aurantiaca DW4/3−1 gi309391456
Hyalangium minutum DSM 14724 gi670623540
Enhygromyxa salina DSM 15201 gi670634700

Hydrocarboniphaga e�usa AP103 gi391857405
Aeromonas hydrophila HZM gi651305037
Shewanella baltica OS223 gi217497987

Hyphomonas jannaschiana VP2 gi630937473
Caulobacter crescentus NA1000 gi220964236

Aminomonas paucivorans DSM 12260 gi310782322

Hydrocarboniphaga e�usa AP103 gi391860490
Xanthomonas campestris pv. campestris str. B100 gi188992369
Thio�avicoccus mobilis 8321 gi431831110

Sagittula stellata E−37 gi126710632
Rhodobacteraceae bacterium PD−2 gi563421578
Brucella canis ATCC 23365 gi161337458
Haematobacter missouriensis CCUG 52307 gi672903764
Rhodospirillum centenum SW gi209957111
Skermanella stibiiresistens SB22 gi587637780

Acetobacteraceae bacterium AT−5844 gi363712830
Paenirhodobacter enshiensis DW2−9 gi672897568
Agrobacterium vitis S4 gi221734849
Agrobacterium albertimagni AOL15 gi407746526
Agrobacterium tumefaciens LBA4404 gi666386298
Agrobacterium vitis S4 gi221736896
Agrobacterium albertimagni AOL15 gi407745437
Sinorhizobium fredii NGR234 gi227340501
Rhizobium freirei PRF 81 gi478275403

Pandoraea pnomenusa 3kgm gi559155576
Ralstonia solanacearum UW551 gi83727649

Pseudomonas syringae pv. phaseolicola 1448A gi71556178
Azotobacter vinelandii CA gi482533735
Pseudomonas aeruginosa PAK gi508136885

Burkholderia phymatum STM815 gi184195178

Microvirga lotononidis WSM3557 gi388587551
Blastopirellula marina DSM 3645 gi87290428
Verrucomicrobiae bacterium DG1235 gi198259926
Sphingobium baderi LL03 gi530254804
Novosphingobium aromaticivorans DSM 12444 gi87135295
Sphingomonas wittichii RW1 gi148502876

Marinobacter santoriniensis NKSG1 gi469614231
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