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Supplementary Figure 2, Huang et al. 
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Co-option of potassium channels to 
regulate mitotic cell volume dynamics
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Supplementary Figure 3, Huang et al. 
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Supplementary Figure 4, Huang et al. 
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Supplementary Figure 5, Huang et al. 
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Supplementary Figure 6, Huang et al. 



EAG2-mediated K+ outflow drives local 
hydrodynamic change for trailing edge 
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Supplementary Figure 9, Huang et al.
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