Biomarker Distinguishing
CRC from NC
(n=60+200)
l l Origin Exploration
Clinical Outcome
Screen | Validation I Study
(n=191)
Tissue Immune Cells
Correlation Study
Control n=30 Control n=100 {s=23+12)
Clinical Variables Study
CRC n=30 CRC n=100 n=191
Stage | 3 Stage | 10 29 Patients I'—'} 19 Patients qRT-PCR Stage | 16
Stage Il 12 Stage Il 32 M i Stage Il 78
Stage Il 11 Stage Il 40 Stage Il 76
Stage IV 4 Stage IV 18 Stage IV 21
Difference
Study
qRT-PCR | qRT-PCR |

! !

Biomarker Estimation Clinical Outcome
and Evaluation Prediction

Figure S3. Study design. The blood gene expression was identified using a screening set and an
independent validation set. Blood from another 191 patients was detected for clinical outcomes. Primary
lesion and metastasis were also investigated. Another group of blood were detected on immune cells.



