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Supplemental Figure 1: QQ plot for the test of genome-wide assessment
of homozygosity and BC survival on a SNP-by-SNP basis with a
lambda (A) = 1.02
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Supplemental Figure 1: QQ plot for the test of genome-wide assessment 
of homozygosity and BC survival on a SNP-by-SNP basis with a 
lambda (λ) = 1.02 


