Supplementary Table S1: Top-100 positions that are differentially methylated after
intervention with folic acid and vitamin B12. Overview of the top-100 positions that are
differentially methylated (Benjamini-Hochberg-adjusted p-value <0.05) after intervention with
folic acid and vitamin B12 (FA/vB12). Changes for DNA methylation in the intervention group as

well as the placebo group are presented as % beta-values and can range from 0-100%.

Position P-value adj.P.Val chr Gene(s) Methylation change Methylation change
for FA/vB12 (%) for placebo (%)
cg27023953 1.5E-09 0.0004 22 C22orf41 2.3 0.7
cg11588710 1.6E-09 0.0004 3 - 4.7 2.4
cg22561380 3.4E-09 0.0004 8 HOOK3 5.1 3.0
cg02360155 3.6E-09 0.0004 4 - 0.8 0.4
cg26087862 6.2E-09 0.0005 1 ENSA 2.3 1.7
cg26561082 3.2E-08 0.0023 10  DIP2C 4.3 4.0
cg16308101 6.2E-08 0.0038 1 SERBP1 2.4 1.0
cg18944135 7.6E-08 0.0041 10 - 1.4 0.0
cg10664184 1.2E-07 0.0057 19 DDAl 1.6 0.6
cg01781745 1.5E-07 0.0067 9 KLF9 1.1 -0.1
cg08494150 2.2E-07 0.0070 16  HS3ST4 2.6 2.0
cg04402803 2.2E-07 0.0070 12 BLOC1S1 3.7 1.3
cg21641186 2.2E-07 0.0070 3 UROC1 1.9 0.1
cg14749334 2.3E-07 0.0070 19 RAB11B 2.1 1.0
cg05055652 2.6E-07 0.0072 7 ATP6V1F 2.7 1.3
cg14458002 2.8E-07 0.0072 6 RUNX2 2.2 0.0
cg13089318 2.9E-07 0.0072 1 - 2.8 1.9
cg02070354 3.1E-07 0.0072 2 RQCD1;USP37 1.2 1.0
cg16429819 3.2E-07 0.0072 3 GPX1 2.3 0.9
cg05522145 3.9E-07 0.0084 7 - 3.6 1.5
cgl6711165 4.1E-07 0.0084 11  TIMMS8B;SDHD 3.0 2.4
cg17054900 5.0E-07 0.0098 3 DHX36 6.0 2.5
cg06880857 6.3E-07 0.0118 14  DICER1 1.2 0.1
cg00062070 7.0E-07 0.0125 15  Cl5orf41 4.5 -0.6
cg12631604 7.3E-07 0.0125 21 ATP50 2.1 0.6
cg04138591 7.7E-07 0.0128 7 - 2.5 1.4
cg20488820 9.5E-07 0.0147 3 - 1.1 -0.1
cg26088104 9.5E-07 0.0147 5 C5orf34 1.7 0.8
cg13022888 1.2E-06 0.0172 14  SEL1L 2.9 2.4
cg10714940 1.4E-06 0.0196 3 GTF2E1;RABL3 2.5 2.2
cg24406775 1.5E-06 0.0196 11  SLC3A2 2.0 -0.2
cg17014947 1.5E-06 0.0196 15 LOC723972 2.9 1.9
cg04915044 1.6E-06 0.0196 2 POLR1A 4.1 2.5
cg01459962 1.6E-06 0.0196 16  CCDC101 0.8 0.3
cg03067660 1.6E-06 0.0196 6 KLC4;MRPL2 1.3 0.5
cg03414764 1.7E-06 0.0201 15  KIAA1199 1.8 0.8
cg00195828 1.8E-06 0.0206 8 MFHAS1 3.2 0.9
cg03986574 1.9E-06 0.0208 11  SF1 1.3 0.3
cg25627714 1.9E-06 0.0208 2 NEURL3 1.7 0.5
cg11755933 2.0E-06 0.0208 11 PITPNM1 1.3 0.5
cg12320164 2.0E-06 0.0208 17  LOC645638 -4.1 0.4
cg26985354 2.1E-06 0.0208 19  SFRS16 2.7 1.4
cg24477193 2.1E-06 0.0208 1 ALG14 1.6 0.1
cg22963133 2.2E-06 0.0217 5 ARL15 2.1 1.1
cg19565299 2.3E-06 0.0222 2 D2HGDH 0.6 0.4
cg11754259 2.5E-06 0.0228 11  ZBTB44 1.6 0.1
cg20699097 2.5E-06 0.0228 11  TIMMS8B;SDHD 3.3 1.7
cg02009091 2.5E-06 0.0228 19  KLK13 1.7 -0.3
cg03133777 2.9E-06 0.0253 2 BBS5 2.0 -0.1
cg13168924 3.0E-06 0.0253 19  NDUFA7;RPS28 1.8 1.5
cg09566392 3.0E-06 0.0253 2 PQLC3 2.0 0.7
cg06601475 3.2E-06 0.0257 13 GPC5 1.2 -0.2
cg03651886 3.2E-06 0.0257 10 - 1.5 0.2
cg18487343 3.2E-06 0.0257 14 - 4.9 3.4
cg07240689 3.3E-06 0.0261 10 PDCD11 3.7 0.1
cg13962681 3.4E-06 0.0261 1 RPS6KC1 1.2 0.1
cg25420583 3.5E-06 0.0261 2 WBP1 1.2 0.8

cg21191822 3.5E-06 0.0261 6 ZBTB9 1.7 1.1
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