
Table	  S3.	  Variable	  region	  analysis	  of	  longitudinally	  collected	  env	  sequences	  from	  mother/child	  pairs.	  
	  

	  
	  
Analysis	  of	  variable	  regions	  from	  longitudinally	  collected	  env	  sequences	  is	  shown,	  spanning	  variable	  regions	  1	  through	  5	  (V1-‐V5)	  of	  the	  env	  sequence.	  	  
1	  Patient	  code.	  M,	  maternal;	  P,	  child.	  
2-‐4	  Length,	  charge,	  and	  number	  of	  potential	  N-‐linked	  glycosylation	  sites	  (PNGs),	  respectively,	  of	  each	  variable	  region,	  as	  determined	  by	  the	  Variable	  Region	  
Characteristics	  calculator	  (www.hiv.lanl.gov).	  


