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miR-451a

Human         AAACCGTTACCATTACTGAGTT
Chimpanzee    AAACCGTTACCATTACTGAGTT
Gorilla       AAACCGTTACCATTACTGAGTT
Orangutan     AAACCGTTACCATTACTGAGTT
Macaque       AAACCGTTACCATTACTGAGTT
Mouse Lemur   AAACCGTTACCATTACTGAGTT
Rat           AAACCGTTACCATTACTGAGTT
Mouse         AAACCGTTACCATTACTGAGTT
Rabbit        AAACCGTTACCATTACTGAGTT
Cow           AAACCGTTACCATTACTGAGTT
Dog           AAACCGTTACCATTACTGAGTT
Cat           AAACCGTTACCATTACTGAGTT
Horse         AAACCGTTACCATTACTGTGTT
Chicken AAACCGTTACCATTACTGAGTT

miR-144-3p
Human        TACAGTATAGATGATGTACT
Chimpanzee   TACAGTATAGATGATGTACT
Gorilla      TACAGTATAGATGATGTACT
Orangutan    TACAGTATAGATGATGTACT
Macaque      TACAGTATAGATGATGTACT
Mouse Lemur  TACAGTATAGATGATGTACT
Rat          TACAGTATAGATGATGTACT
Mouse        TACAGTATAGATGATGTACT
Rabbit       TACAGTATAGATGATGTACT
Cow          TACAGTATAGATGATGTACT
Dog          TACAGTATAGATGATGTACT
Cat          TACAGTATAGATGATGTACT
Horse        TACAGTATAGATGATGTACT
Chicken      TACAGTATAGATGATGTACT
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miR-144-5p

Human         
Chimpanzee    
Gorilla       GGATATCATCATATACTGTAAG
Orangutan     GGATATCATCATATACTGTAAG
Macaque       GGATATCATCATATACTGTAAG
Mouse Lemur   GGATATCATCATATACTGTAAG
Rat           GGATATCATCATATACTGTAAG
Mouse         GGATATCATCATATACTGTAAG
Rabbit        GGATATCATCATATACTGTAAG
Cow           GGATATCATCATATACTGTAAG
Dog           GGATATCATCATATACTGTAAG
Cat           GGATATCATCATATACTGTAAG
Horse         GGATATCATCATATACTGTAAG
Chicken GGATATCATCATATACTGTAAG

GGATATCATCATATACTGTAAG
GGATATCATCATATACTGTAAG


