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Figure S4. The pattern of Tf1 insertions at specific nucleotide positions near Sap1 binding motifs is not
altered in sap1-1 yeast. A.Graph showing the alignment of ~5000 genomic Sap1 motifs that were identi-
fied using FIMO of MEME Suite. The tabulated number of Tf1 insertions that occur at single nucleotide
positions within 50bp of the aligned motifs in sap 7+ cells grown at 320C are plotted on the Y-axis. B
and C. Same graph as in A generated from data collected from B) sap 17 cells grown at 25°C and C)
sap1-1 cells grown at 25°C.

6 Sl A. Hickey et al.





