100%

—  ano 76.3%
EBO&-
i)
‘S 60%:
c
ke
T 40%1
£
20%1
0.
DD DD LD DD DD
©C 0 O P o o» YD od o
D O O 5 O D O C O O 9 O
©C oD oD F DO O IO DD D
o O omomommgu
(o)) gﬁmucn%muumm
w & o O O 5
DO W =
€5 I K © v o © o
EQ © b ¥ © Y @ S 2 ¥~ & © @
IS I R
Egﬂ'“m_:r?‘;mp.mmx—rmx—m
e ©
£

Figure S1. Information of different CpG tandem:s.

The number of various CpG tandems in human genome and the
proportion in CpG islands were shown. The proportion is positively
correlated with the number of the CpG sites in the CpG tandem. The

CGCGCGG tandem applied in this study is shown in red.



