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Figure S10. Type | and type Il HCC-detecting markers.

Boxplots of the representative markers of the type | (RGS10, RUNX2 and
VIM) and the type Il [IGF2(i), ZFHX3(5’) AND TMC8(i)] HCC-detecting
markers showing their methylation in plasma (red) or tissues (blue)

samples. **: P <0.01; nd: no statistical difference. Two-tailed MWW test.



