
 

Figure S4. MCTA-Seq reproducibility and differential methylation. 

(A, B) Comparison of methylation profiles between technical replicates 

of WBCs (A) and HePG2 cells (B) shows high reproducibility of MCTA-Seq. 

(C) Comparison of methylation profiles between WBCs and HePG2 cells 

shows differential methylation between two cell types. 

(D) The genomic region of the CDKN2A gene contains 4 CpG islands, 

including one promoter CGI (p), two intragenic CGIs (i1 and i2) and one 

intergenic CGI. The intragenic CGI i1 contains one CGCGCGG tandem and 

i2 contains two CGCGCGG tandems (red and green triangles indicate the 

CGCGCGG tandems positioned at the forward and the reverse strands, 

respectively), whereas there are no CGCGCGG tandems in the promoter 

and the intergenic CGIs.  


