30 VIM 30- RUNX2

< 25 = )

% r=0.99 = 25 r=0.98

S 20, < 207

S 151 5 15

m et

= 104 210-

S 5 S 5
0 —_— 0 e,
0 1 2 3 4 5 6 0 1 2 3 4 5 6

Methylated DNA (%) Methylated DNA (%)

30. RGS10 30. ST8SIAG

S 25) S 25,

o r=0.99 o r=0.91

= 20; = 20-

G 15; S 157

© ©

2 10 ¢ 2 1] ;

S 5 = 5]
o*t— 0 _—
0 1 2 3 4 5 6 0 1 2 3 4 5 6

Methylated DNA (%) Methylated DNA (%)

Figure S6 Quantitative performance of MCTA-Seq.

The MePM values of the promoter CGI of VIM, RUNX2, RGS10 and
ST8SIA6 (two technical replicates) were plotted against the varying
percentages of FMG to WBCs; a linear fit was observed. The error bars

represent means + s.d.



