TTT

. . . . .
CTAAVNRSINE RECVNCGREUNSITPLWRRDETGHYLCNACGL YISIKMN G[OJMIR P L NS P |43 R IRSF:V:
CTAVVASINAR ECVNCGEWWATPLWRRDIATGHYLCNACGL Y RIKMN G[OJNR P LN P )N R INERES

TR RECVNCGEUWATPLWRRDETGHYLCNACGL Y RIKMN G[6JMIR P LW P i R INISF:V:\
T W-YRSIHERECVNCGRIUWESITPLWRRDETGHYLCNACGL YRIKMN GENNR P LA P [6]i R IS ¥
STWS B RECVNCGIIMSITPLWRRDETGHYLCNACGL YjRIKMN GYMIR P LSNP (o]l R INISIS¥S
SIYW-CEISEIRECVNCGENSTPLWRRDETGHYLCNACGL YEIJKMN G)fEIR P LW P (o]l R \U) F¥S

B3 34 o2 nl
TTT =» TT =P 0000000000 0200

[CTNVNWANC[O]T TINT TLWR RNEWGBJP VCNACGL YKL HNINR P L iyM

MK

CTYWWKFANCOTTIRT TLWRRNEWGIP VCNACGLYMKLHRNMNR P LisMISKHE T O T RINR Kjussivjies]
[T W-YFANCOTTISTTLWRRNEUHGIAP VCNACGLYRIKLHEWNYR P LEYMINKIENE T Q T R ISR KN
CTWYRINCEITTNTTLWRRNEIYGIAP VCNACGLYNIK L HEWNZR P LEYMIMKIERSIT Q T RISR K3 Gisag:|

KCKK
KKRG
KSKK
SKTP
ARGS

CTW AN CEITTITTLWRRNEYNGE|PVCNACGL YNIK L HEWIZR P LINMIKIHET Q T RISR Kl [pai K SR eige

T A EGhseRg:dNIiR4M S S| K S
CTNV-PRYN CO]T TINT TLWRRNEEIGBIP VCNACGL YKL HOWINR P LyMINKsle T Q T RN R KENSiejde

B GATA1-WT
GATA1-N-Mut

GATA1-C-Mut

GATA1-D-Mut

GATA2-WT

GATA2-N-Mut
GATA2-C-Mut
GATA2-D-Mut

GATAS-WT

GATAS3-N-Mut
GATAS-C-Mut
GATA3-D-Mut

GATA4-WT

GATA4-N-Mut
GATA4-C-Mut
GATA4-D-Mut

GATA5-WT

GATAS5-N-Mut
GATA5-C-Mut
GATAS5-D-Mut

GATA6-WT

GATAB-N-Mut
GATAB-C-Mut
GATA6-D-Mut

PLPPCEARECVNCGATATPLWRRDRTGHYLCNACGLYHKMNGQNRPLIRPKKRLIVSKRAGTQCTNCQTTTTTLWRRNASGDPVCNACGLY
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SEGRECVNCGATATPLWRRDGTGHYLCNACGLYHKMNGQNRPLIKPKRRLSAARRAGTCCANCQTTTTTLWARNANGDPVCNACGLYYKLH
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RECVNCGSIQTPLWARDGTGHYLCNACGLYSKMNGLSRPLIKPQKRVPSSRRLGLSCANCHTTTTTLWARNAEGEPVCNACGLYMKLHGV
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Supplementary Information, Figure S4 Strategies for mutation of GATA family members. (A)
A schematic diagram illustrating two conserved zinc-finger domains of GATA family (red). The
secondary structure of GATAS is depicted in this figure. (B) Mutation strategy of GATA family
members. A diagram depicting detailed protein sequences of the conserved zinc-finger domains
of GATA family members. Mutated sites are highlighted in green.



