Tight junction CLDN2 gene is a direct target of the vitamin D receptor
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Supplementary Figure Legends

Supplementary Figure 1. Sequence analysis of the 5°-flanking region of the human

Claudin-2 gene. Potential binding sites are underlined.
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Supplement Tablel: CHIP Primers

Primers name | Sequence

CMC2F 5-TGCCAGCCTAAAACATGTGC-3’
CMC2R 5-AGATTAAATATTGACCAGAAG-3’
CMC1F 5-GGGATGCCTGATTCTCTTCA-3"
CMC1R 5-TGGAAGTGAGAAGTGGCAGA-3’
CMactinF 5-TCGATATCCACGTGACATCCA-3’
CMactinR 5-GCAGCATTTTTTTACCCCCTC-3’
CHC2F 5-GTCCAGCTGCCAACCTAAGGCA-3’
CHC2R 5-CAGATTAAATATTGACCAGAAG-3’
CHC1F 5-TGGAGGCATCGCTTGTTTTC-3"
CHC1R 5-TAGCTGTCCTCTCTGCGTCT-3’
CHactinF 5-GAGCACAGAGCCTCGCCTTT-3"
CHactinR 5-AGACAAAGACCCCGCCGGTT-3’




Supplement Table 2: VDRE construct PCR Primers

Primers name | Sequence

AVDREF 5-ATTACGCGTGGGTCTTGGCAACACCGA-3’

AD1F 5-CCAGAAAACGCTGGATGCCGAAATAACACATGA-3’
AD1R 5-CTCATGTGTTATTTCGGCATCCAGCGTTTTCTGG-3’
AD2F 5-GACCAGAAGCTTATGAGAAACAACACATGAGAAAGG-3’
AD2R 5-CCTTTCTCATGTGTTGTTTCTCATAAGCTTCTGGTC-3°
AD3F 5-GAAGGCATCTAGAAGACGATTAAATATTGACCAG-3’
AD3R 5-CTGGTCAATATTTAATCGTCTTCTAGATGCCTTC-3’
ADA4F 5-CATCTACCCTGGAGTAGATCCAGGGCTAGGCCACTA-3’
AD4R 5-TAGTGGCCTAGCCCTGGATCTACTCCAGGGTAGATG-3’
AVDRER 5-GCAGATCTGGCAGACCTCTCAGTAGAAG-3’




Supplement Table 3: Real-time PCR Primers

Primers name | Sequence

mp-actinF 5-TGTTACCAACTGGGACGACA-3’
mp-actinR 5-CTGGGTCATCTTTTCACGGT-3’
mVDRF 5-GAATGTGCCTCGGATCTGTGG-3’
mVDRR 5-ATGCGGCAATCTCCATTGAAG-3’
mClaudin2F 5-GCAAACAGGCTCCGAAGATACT-3’
mClaudin2R 5-GAGATGATGCCCAAGTACAGAG-3’
mClaudin7F 5-GCGACAACATCATCACAGCC-3’
mClaudin7R 5-CCTTGGAGGAATTGGACTTGG-3’
hB-actinF 5-AGAGCAAGAGAGGCATCCTC-3’
hB-actinR 5-CTCAAACATGATCTGGGTCA-3’
hVDRF 5-GGACTGCCGCATCACCAA-3’
hVDRR 5-TCATCTCCCGCTTCCTCT-3’
hClaudin2F 5-ACCTGCTACCGCCACTCTGT-3’
hClaudin2R 5-CTCCCTGGCCTGCATTATCTC-3’
hClaudin7F 5-CATCGTGGCAGGTCTTGCC-3’
hClaudin7R 5-GATGGCAGGGCCAAACTCATAC-3’




Supplement Table 4: Binding sites sequences for VDRE deletion constructs

Binding sites name Seqguence
VDRE AGATAACAAAGGTCA
D2 TAAAGATAACAAAGGTCAAAA
D3 TGGTTTATGGATTTTTTTTAG
D4 CCTGGAGTAGATTTTCACC
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