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Supplementary Figures S1-3 and Figure Legends 

 

Supplementary Figure S1. EcEndoV is monomeric in solution. (a) The gel filtration 
chromatograms of EcEndoV and the mutants on a superdex S200 column. The WT enzyme and 
the mutants are labeled in different colors as indicated by the inset, and the gray line is the trace of 
four standard proteins with respective molecular masses indicated on the top of each peak. (b) and 
(c) The results of dynamic	  light	  scattering	  measurements.	  (b)	  shows	  the	  average	  particle	  size	  of	  the	  
proteins	   in	  solution	  while	   (c)	  gives	   the	  estimated	  molecular	  weights	  of	  each	  protein.	  The	  error	  bars	  
are	  calculated	  from	  6	  measurements.	   	   	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  



	  

	  

Supplementary Figure S2. The cleavage assay of the mutants that disrupt the association 
mode (the full-length gel). Three single mutants S144A, Y73F, D183R and the double 
mutant E140R/S144A were tested along with WT EcEndoV, with indicated 
concentrations. 	  
	   	  



	  

 

Supplementary Figure S3. The EMSA of EcEndoV binds to ssRNA-I with or without Ca2+. All the 
lanes contained 4 µM ssRNA-I and the enzyme/RNA ratios are indicated above. 	  


