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FIGURE S1: Examples of ultrastructure of seeded mammalian PrP aggregates by
transmission electron microscopy. HuPrP and CaPrP displayed common features upon

seeding showing fibrils protruding from heavily clustered aggregates.
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HuPrP MRGSHHHHHHGLVPRGS KKRPKPG BGWNTGEGSRY PGOGS PGGNRY PPOG
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FIGURE S2 Sequence alignments of mamPrPs. Stars indicate identical residues. Stars
indicate identical residues colon denotes conserved residues and points mark non-conserved
mutations. Mismatched residues are marked in color. The red boxes highlight amyloidogenic
stretches according to the WALTZ prediction tool *’ and the blue boxes highlight amino acids

modifying disease susceptibility according to >’



