
RIP for pri-miR-130b 

0 

0.2 

0.4 

0.6 

0.8 

1 

1.2 

1.4 

1.6 

1.8 

2 

293T-shControl 

293T-shSenp1 

A
bs

ol
ut

e 
en

ric
hm

en
t (

re
la

tiv
e 

to
 in

pu
t) 

Figure S5

A

IP: Flag

Input

IB: Flag

IB: Flag

IB: GAPDH

DGCR8

IgG(H)

DGCR8

GAPDH

 

miR-130b   +         +
Flag-DGCR8   +         +

sh
Co

nt
ro

l
sh

Se
np

1

B

IP: Flag

Input

IB: Flag

IB: Flag

IgG(H)
DGCR8

Flag-DGCR8

W
T

K7
07

R
E7

09
A

miR-130b    +        +        +

DGCR8
TubulinIB: Tubulin

C
RIP for pri-miR-130b

0

0.2

0.4

0.6

0.8

1

1.2

DGCR8-W
T

DGCR8-K
70

7R

DGCR8-E
70

9A

A
bs

ol
ut

e 
en

ric
hm

en
t(r

el
at

iv
e 

to
 in

pu
t) 

IB: Flag

IB: Flag

IB: GAPDH
His-SUMO1    -        +        +        +

Flag-DGCR8    W
T

W
T

K70
7R

E70
9A

(SUMO1)2-DGCR8
SUMO1-DGCR8

DGCR8

GAPDH

Ni2+-NTA

Input

IB: SUMO1 SUMO1

T7

hRenillaluc

Poly(A)

hLuc
3-UTR

HSV-TK

psiCHECK-2  Vector

** let-7a-3 Activation=firefly/Renilla
** 4LCS：4xlet-7a-3 complementary sequences

pri-let-7a-3

hRenillaluc

Poly(A)

hLuc

HSV-TK

3-UTR
4LCS

let-7a-3  Activation System

T7

D

***

***

***


